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ADVANCES IN RESEARCH ON THE PEPLOMER PROTIEN
OF THE AVIAN INFECTIOUS BRONCHITIS VIRUS

Wang Linchuan Liu Fuan
(Dept. of Veterinary Medicine,South China Agr.Univ.,Guangzhou,510642)

Abstract
This paper is a review article outlining the present state of research on the avian
infectious bronchitis virus peplomer protein.emphasizing the molecular biology aspect.
The different topics described are as follow: 1. Morphology.2.Immunology.3.
Haemagglutination activity. 4. Relationship to virus serotyping. 5. Nucleotide
composition.The aim and objective of this work is to provide new perspective
in genetically —engineered veterinary vaccine and rapid diagnostic techniques.

Key words avian infectious bronchitis virus;peplomer protein; molecular
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