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STUDY ON ASYMMETRIC POLYMERASE CHAIN
REACTION OF THE INFECTIOUS BRONCHITIS S1 GENE

Wang Linchwan Liu Fu'an
(Dept.Vet.Med., South China Agr. Univ.. Guangzhou, 510642)

Abstract

A DNA template was got by reverse transcription of the IBV Guangdong local
strain D41 genome RNA. Two synthetic primers corresponding to sequences on both
flanks of the IBV Beaudette strain spike I (S1) gene, facilitated PCR amplification of
1700 —base sequence. When the final concentrition of the limiting primer (OLIGO
3’ ywas 0.8 mg/L and the ratio of two primers 1:10, we got expected single—and
double ~stranded DNA products of asymmetric PCR. This is the first report on
asymmetric PCR of IBV Sigene in China.
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