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COMPARISONS OF CALCULATION METHODS FOR
GENETIC DISTANCE IN RAPD ANALYSIS

Lu Xuemei Yang Guanfu Zang Xiquan
(Dept. of Anim. Sci., South China Agric. Univ., Guangzhou, 510642)

Abstract

In order to study population genetic variations with RAPD analysis more availabel, the genetic
distances among 7 layer lines in Guangzhou Leghorn Company Ltd wer lculated with Nei’ s e-
quation, Rogers equation , Hedrick’ s equation and the equation developed by the authors based
on RAPD analysis for 7 lines. It was concluded that Rogers genetic distance was more suitable
to RAPD analysis data and that the authors genetic distance was correlated with the other ge-
netic distances singificantly, but had to be tested further.

Key words RAPD analysis; genetic distance
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ANALYSIS OF RELATIONSHIPS BETWEEN SIX PIG
BREEDS USING RANDOM AMPLIFIED POLYMORPHIC DNA

Liu Dewu  Yang Guanfu  Li Jiaqgi
(Dept. of Anim.Sci., South China Agric. Univ., Guangzhou 510642)

Abstract

A total of 140 short primers, of arbitrary nucleotide sequence, were used singly in polymerase
chain reactions to amplify DNA fingerprints in pools of DNA from six pig breeds, including
Duroc; Seghers, Landrace, Large White, Lantang and Dahuabai. Of these primers, 23 amplified
no DNA figerprint, 66 produced polymorphic DNA fingerprints and 51 monomphic DN A finger-
prints. Average number of bands per primer was 4.2, ranging from 1 to 11 bands. Similarity co-
efficients and cluster analysis , calculated according to the DN A frigerprints, indicated that there
were close relationships between the Lantang and Dahuabai, and between the Seghers and Lan-

drace. Duroc expressed a farther relationship to native breeds than to other imported pig breeds.

Key words RAPD (Random amplified polymorphic DNA); pig breeds; similarity cofficients;
relationship



