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RAPD

BEEHl MAHE KEK
(g R RF FHhmAFE R, )M 510042
RAPD 7
, RAPD , Nei. Rogerst  Hedrick 7
Rogers
RAPD ’ ’
RAPD 5
S 828. 2
a.d.e-h.n.1j.1, 7 80 3
Corbett(a d.e). Hutbard (h). Hy-Line (n.li L),
RAPD 90 RAPD s )
, RAPD
DNA s
, (Cargill et al, 1995; Lu et al, 1996).
RAPD s (
, 1996). RAPD s RAPD
, 4 7
1
11
a +d e h , W—
36 n .l L . » b Iy W—36
12 DNA
a.dve-h.n.l., L7 10 .10 1
mL/ ,EDTA DNA . DNA (1993)
s / DNA
25 ng/ L.
1. 3 RAPD—PCR
6 10 1 ( OPB8.0PB13.0PG4.0PH4.0PH19.

1997507+ 10 Je 43

S 5 4 25 %, mk
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OPI4 OPH5+OPH7)(OPERON ) 7 DNA 20 / .10
10 ) PCR . PCR 20 ML, DNA 80 ng(

). 10 X PCR 2.0 L dNTP 2. 0 mmol/ L. MgCl,2 5 mmol/L. 5
pmol. Taqg DNA 1.2U. :94°C 45 .35 °C 1 min.72°C 2 min,
38 ,72°C 10 min. 2% 2~3h,

<2 V/cm.
14

L41 55MHERAMRE
.42 R{EESH 3 1 , 7

(1) Nei DN (Neis 1972; Bonnin et al, 1996; Smith et al. 1996). X.Y
(Genetic Identity, 1)

1= Zl_)x,-yi/ !2 (Xi)zg (yi)27

X.Y DN=—Inl, ( D
Xi~Yi 1 X.Y
(2) Rogers DR (Rogers, 1972);
DR:% ’%Z(Xi_yi)2)a
DH——1In1, «C
r X.Y s XinYi
3 DH (Hedrick, 1971; Zhang , 1995);
1o 29,V @
I= ﬁ; [P [ v, 2
DH——1In1, «C
N , vitV v i
1.2 .
4) DS
, (Nei et al, 1979; Jeffreys et al, 1987)
, ) ( 5
DNA
(Similarty Indexs SI) SI=2% () i/ (3 g(x)it2 g3,
DS=1—SI. (4,
n X.Y sq(xy )i i X 7Y
5 q(x)ivg()i [ X.Y .
143 REDA 4 avd.ehon 1.1y 7 DN.
DR .DH.DS ; (Unweight Pair-group Method with

Arithmetical Ayerage,, UPGMA) 7 )
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1L 4.4 & E&MEMESH MTB RAPD DN .DR .DH.
DS .

2
2.1
, 1, 40
14 .2 14 .
1
5 >3 ) )
OPBS8 GTCCACACGG 5 2
OPBI13 TTCCCCCGCT 4 2
OPG4 AGCGTGTCTG 8 2
OPH4 GGAAGTCGCC 6 1
OPH19 CTGACCAGCC 5 2
OPlI4 CCGCCTAGTC 5 2
OPHS5 AGTCGTCCCC
+ 6 3
OPH7 CTGCATCGTG
40 14
2
a d e h n L >
OPB8 1 0.75 0. 45 0.65 0. 60 0.30 0. 30 0.10
2 0.25 1. 00 0.80 1. 00 0.95 1. 00 1.00
OPB13 3 0.50 0. 45 0.75 0. 10 0.15 0 0
4 1.00 1. 00 1.00 1. 00 0.95 0. 95 0.95
0PG4 5 0.90 0. 90 0.95 0. 25 0.40 0. 10 0.05
6 0.70 0. 10 0.05 0. 80 0.95 1. 00 1.00
OPH4 7 0.30 0. 05 0.25 0. 65 0.50 0 0
OPH19 8 0.50 0. 80 0.05 0. 25 0.35 0. 05 0
9 0.75 0. 50 1.00 0. 80 1.00 0. 70 0.40
OPI4 10 0.90 1. 00 0.95 1. 00 0.85 1. 00 1.00
11 0.20 0. 10 0.65 0. 10 0.50 0. 05 0.35
OPHS5 12 0.80 1. 00 0.75 0. 85 0.90 1. 00 1.00
+ 13 0.90 1. 00 1.00 1. 00 1.00 1. 00 1.00
OPH7 14 0.50 0. 50 0.50 0. 50 0.50 0. 50 0.50
22 4
RAPD , (Plotsky et al, 1995;

Link et al, 1995; Zhang et al, 1996; Smith et al, 1996),

DNA

DN.DR DH.

K

DS (

(Yu et al, 1993)

DN .DR.DH

°
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5 , DN DH s
, DS DR (r=0.921).
3 RAPD DN ( ) DR ( )
a d e h n I L
a 0.057 6 0.057 3 0.059 7 0.069 0 0.073 6 0.0814
d 0.075 8 0.059 7 0.092 6 0.070 3 0.076 3 0.0810
e 0.077 2 0.066 0 0. 0727 0.068 3 0.086 5 0.090 4
h 0.081 1 0.074 8 0.076 7 0.0319 0.0411 0.052 3
n 0.081 6 0.078 9 0.072 0 0.059 2 0.044 7 0.049 9
1y 0.081 0 0.070 3 0.082 0 0.048 9 0.053 3 0.0239
I, 0.088 8 0.075 1 0.086 5 0.055 4 0.056 5 0.030 8
4 RAPD DS ( ) DH( )
a d e h n 1 L
a 0.063 5 0.069 4 0.063 1 0.054 3 0.1350 0.1497
d 0.043 0 0.073 6 0.084 6 0.089 7 0.1276 0.1556
e 0.042 7 0.044 2 0. 1006 0.078 7 0.1308 0.163 6
h 0.043 7 0.049 5 0.054 8 0.028 8 0.088 1 0.133 3
n 0.049 1 0.056 3 0.050 2 0.025 6 0.109 1 0.1204
Ly 0.061 2 0.049 6 0.066 7 0.028 4 0.030 8 0.070 5
I, 0.070 3 0.055 7 0.071 3 0.040 3 0.038 6 0.0134
23
b
. 1~4 DN.DR.DH DS 7
DR DS
. DN 5 4
7 DN DR DS
b
DN
,avde 3 L.
h.n.li.k 4 DR 0833
NI x .
ca \ DS 0.89%0 " 0.921
’ bl DH  0.263 0.551°" 0617 "
—2 o * % p (0]
: N
11
Rl
’ ’ 12 d
I ) e | 0.076 5
0.066 0
n
- avd.e3 h 0.080 1
y s h 0.050 3
1
° ] 0.0523
h 2 0.0308
1 i L i 1 1 L
0.02 0.04 0.00 0.08
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° LES
a
’ -
s 0.0573
d
0.0587
’ 7 h
? n
0.0319
L 0.0828
o 0.04 7
|
‘ 0.0239
b
DN 1 1 1 1] 1 1 i 1
WA 0.02 0.04 0.06 0.08
b
DR .DS
2 DR
o DH
DN .DR DS
LA
o Ii.1b <
s 5 d
00730
’ 11 ~ 12 a
n h. h :I 081 1
0.058 7
a. h. n3 n 0.0288
’ 1,
1 0.1313
0.0705
° 1 1 i 1 L 1 1
3 HiEMEZ 002 004 006 0.08 0.10 0.12  0.14
DH
lll_lll/%
d
. <
(Smith, 1977). 0042 7
, d 0.043 6
h
5
n——oououo
0.025 6
L 0.056 3
| 0.034 5
’ : 0.015 4
° i 1 1 1 1 L
. AL B 0.01 0.02 003 0.04 0.03 0.06

4 DS
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] ] (Weir, 1994)9
Nei (1972) . s
DNA s
, Nei (
1, DN ) ( , 1983). , ,
RAPD s
, Nei
Rogers ( 2, DR), ,
’ n ’ n
(Weir, 1994). Hillis (1984 ) Rogers
Bonnin  (1996) RAPD Nei  Rogers )
s RAPD
» Rogers .
DH Hedrick(1971) , Kuhnlein ~ (1989) DNA
, RAPD (Yuet al, 1993; Zhang et al, 1995),
» DH ,
s s , RAPD
s Nei Li(1979) X Y
S=2Nxy/(Nx+ Ny), ( 5)
Nxy ; Nx Ny X Y
DNA RAPD ,
s DNA
, 4 (DS). s DS
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COMPARISONS OF CALCULATION METHODS FOR
GENETIC DISTANCE IN RAPD ANALYSIS

Lu Xuemei Yang Guanfu Zang Xiquan
(Dept. of Anim. Sci., South China Agric. Univ., Guangzhou, 510642)

Abstract

In order to study population genetic variations with RAPD analysis more availabel, the genetic
distances among 7 layer lines in Guangzhou Leghorn Company Ltd wer lculated with Nei’ s e-
quation, Rogers equation , Hedrick’ s equation and the equation developed by the authors based
on RAPD analysis for 7 lines. It was concluded that Rogers genetic distance was more suitable
to RAPD analysis data and that the authors genetic distance was correlated with the other ge-
netic distances singificantly, but had to be tested further.

Key words RAPD analysis; genetic distance
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ANALYSIS OF RELATIONSHIPS BETWEEN SIX PIG
BREEDS USING RANDOM AMPLIFIED POLYMORPHIC DNA

Liu Dewu  Yang Guanfu  Li Jiaqgi
(Dept. of Anim.Sci., South China Agric. Univ., Guangzhou 510642)

Abstract

A total of 140 short primers, of arbitrary nucleotide sequence, were used singly in polymerase
chain reactions to amplify DNA fingerprints in pools of DNA from six pig breeds, including
Duroc; Seghers, Landrace, Large White, Lantang and Dahuabai. Of these primers, 23 amplified
no DNA figerprint, 66 produced polymorphic DNA fingerprints and 51 monomphic DN A finger-
prints. Average number of bands per primer was 4.2, ranging from 1 to 11 bands. Similarity co-
efficients and cluster analysis , calculated according to the DN A frigerprints, indicated that there
were close relationships between the Lantang and Dahuabai, and between the Seghers and Lan-

drace. Duroc expressed a farther relationship to native breeds than to other imported pig breeds.

Key words RAPD (Random amplified polymorphic DNA); pig breeds; similarity cofficients;
relationship



