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SEQUENCING OF PARTIAL S1 GENE OF AVIAN INFECTIOUS
BRONCHITIS VIRUS STRAIN Dy,

Liao Ming Xin Chao an Wang Linchuan
(Dept. of Veterinary Medicine, South China A gric. Univ. , Guangzhou, 510642)

Abstract
Avian Infectious Bronchitis Virus (IBV) strain D4; is an attenuated vaccine strain of an isolate
from Guangdong province. In this study, the ¢cDNA of the D4; S1 gene (containing leader se-
quence, 1.7 kb) was amplified by reverse transcription (RT ) and polymerase chain reaction
(PCR), with alternating annealing temperature. Using dideoxy — mediated chain termination
method, the sequencing assay results revealed the partial sequence of 5" end of this segment

(342bp) and the location of initiation codon ATG.

Key words Avian Infectious Bronchitis Virus(IBV); strain D413 S1 gene; sequencing



