20C1) 1999 32~ 36
J. South China Agric. Univ.

IBV S1
RT—PCR RFLP ’
IMN wEmZ B OF F £ B B

(e REKFHHEFZR, T M 510642)

13 29 IBV st RT— PCR/RFLP )
.8 — hi/s3 4 ba, l05/94, lo1 b3, b1 b3 /
01 03, lo2/93, lo2/93  RT—PCR sl DNA 1734 bp ;
b6 b5 1 000 bp ; 20 . RFIP . lo1 B3, /
04 b4, lo5 b4, lo1/93 Massachusetts , lo1/93 Gray , lo1/93,
0263 lo2 b3 ) . B .

s Massachusetts

IBV; S1 ; RT—PCR/RFLP;
S 855.3

(IBV)
(IB)1931 (Schalk et al, 1931). )

. . (Calnek et al, 1993; » 1996). Win-
therfield  (1962) 1B , Cummings
(1962) 1B . , (1982)

1B , IB ;
30%. Kwon  (1993) , IBV Sl RT— PCR RFLP ,

1BV

1

1.1
IBV : M41, H52, A5968, Gray; 13 s
29 ( , 1997). 10 SPF ( SPF )
( , Massachusetts 2 .1
s 24 h . 48 h ,—20 C

6 000 r /min 10 min, 35 000 r min 1.5h.
DEPC . SDS(P = 20 g/L) K = 250mgh),55 C 30
min . / RNA, 1h0 3 mmol 1. NaAc 2
—20 C RNA. ,RNA  DEPA , (RI)

1998— 02— 27 A4k 45 EMHN, F, 33 ¥, a4 W
x BT B ARAE A £ (39470538) A A A FH SE A £(950416) 7 B AA



1 : 1BV Sl RT— PCR/RFIP 33

1.3 RT—PCR
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1 IBV S1 RT—PCR

RT— PCR Ikb RT—PCR  /kb

1 M41 (M assachusetts) 1.73 18 03 63 —
2 H52(Massachusetts) 1.73 19 fo1/93 —
3 A5968(Connecticut) .73 20 b1b3 —
4 Gray L.73 21 b1 b3 —
5 lo1/83 .73 0.3 2 0163 —
6 lo1/93 1.73 23 b1 b4 —
7 lo1/93 .73 24 b1b3 —
8 lo4/o4 .73 25 b1b3 —
9 l05/04 1.73 26 b1 63 —
10 l06/95 1.0 27 0263 —
11 l02/93 .73 28 03 b3 —
12 lo1/93 .73 0.3 29 263 —
13 l02/93 1.73 30 03 63 —
14 lo1/93 — 31 b4 b3 —
15 l02/93 — 32 b2bs —
16 l03/93 — 33 b3 b7 —
17 l02/93 —
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Characterization by S1 Gene RT—PCR RFLP of
Nephropathogenic IBV Strains Isolated in China

Wang Linchuan Zhang Guiyun Huang Yong Li Hua Liao Ming
(Dept. of Vet. Med., South China Agric. Univ. , Guangzhouw 510642)

Abstract 29 nephropathogenic IBV strains isolated from 13 provinces in China were characterized by S1
gene RT—PCR RFLP. With the same pair of primers, eight IBV strains; Guangdong 01 83, Henan 04 /
94, Henan 005 94, Neimong 1 b3, Jiang%u/Ol 93, Henanl1 b3, Tianjing 02 b3, Neimong 02 b3,

could amplify a sequence of 1734 bp that contains the S1 glycoprotein gene; the PCR product of strain
Henan 0695 was about 1 000 bp but the other 20 strains gave no result. By RFLP analysis, strains
Guangdong/bl 83, Henan 04 H4, Henan 05 b4, Neimong 01 3 were classified as Massachusetts sero-
type, strain Jiangsu 01 B3 was the same as Gray; strains Henan 0163, Tianjing 023, Neimong 0203
were new variants. Based on these observations, it is suggested that the causative agents of nephropatho-

genic IB in China were specific variants in different enzootic areas, and which also had a common sero-

type Massachusetts 1BV .
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