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£ B SCERHR G (Varshney et al, 1988) 89 UNG # H F 5, it T — W # 8 U A1 5 M 514
PI. CAGGL\GMWCCUCGCTAACCA,@ EcoR TR 514 &5 PII : AACTCATGCATCCGGCATTTC-
CC, & Nsi [HRFI{ &

PCR &T“Mﬁﬂfj 50 pL, JH & H 10 x PCR & M 5 puL,4 x ANTPs £ 0.1 mmol,P I # PII
# 50 pmol, BSA 1 uL, %1% DNA 0.5 pg, Tag DNA &8 0.5 u. RAME 3095 CHAHE 5
min ) & 7 E B B B W s B BT g 2 S0 R E A9k PCR IR ETEFF#2/5:94 °C 1 min, 50 C
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2 min, 70 C 3 min; 25 T {EG 1E 72 CTHEA 20 mun.

5 &5 DR 4 &6 A2 [ 4% PCR 7= ¥ (Sambrook el al, 1989).
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P EcoRL/Nsid DM 1) )iede Sk IR Y S BMAERM NS AR CNERL, HERESY
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{EC A4 5 TR $ o5 2 L) g W A4 SRS PCR T4, AT IR I E L5 S GenBank PR ZF 1K
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IR AW 4 362 bp 89— 4HF, AN UNG % E S H) K B 716 bp 1 pBV220DNA X BF 1)
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B UNG #[H A1) 5 Bt E#) Nsi 1 K %-5 pBY220DNA NAFYT K BHAY Pel KB EEER,
RAMMYMGCCHEET . Fe, A5 PLA P #TT PCRY MG ,8RLA 732 bp 1
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KBFFEN UNCE TR 28 T REMRMBEEE R, K4 THRK 25 558. &4 UNG
EHNESAEFRITY, ERFHEBESH 69 T %38 (Duncan et al, 1984; Vamshney et
al, 1988). ARLRMH PCREA , MNKHITHE K- 12 FEB(ATCC 23 743)89.8 DNA F, ¥ itf
HFr PR UNCRERE PCR BRUERM 2P ALSRAS P EFREN, LS| HE
HRUHAHEXRS PCROT HNMERASERYE . SROHRNOKHHFES DNA S & UNG K
B Hpal K EXRF%1, MASSI Wit RN, EHEBT T 31519, L#514% P11 F Hpal H &Y
% 521~ 543 [ul; PS4 PN S Hpal WBLAYSE 1 230~ 1 252 (Bl R o] BE R, — & Z B 15 ¥4
UNG #[H R B, # 4 %Y 732 bp. L PCRDESN 84087 &8, Fss |9 PI M F US4 PO K
WP N EE 4 Pl E R RS, BN R ERBNE, ASERS Y
ZRK L s RS RS IR, 8E THRRHEN PCR Y, KA NS RH T2 E .
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— P EAR AN ZAMBEEH T, 2 REMENED -FREiRE . £EE5EH
Bl pGEM-TZE( + ME AR R sui@ ik, HKBERA 3000 bp, NERF IS FHRE—-FEYIN
RRZREAMSX(MCS), MHRANERERIC(laZ EBARENTCRBENEATEEER
Hitt) . R pCEM-7Zf( + )M RN UIBE B, 454 FiTENS A UNG BEE H BRI R
RN, B4 E L THSIYNERIT T4 UNG B HENEA M EcoR 1YL
S Nsil YL . 1 pGEM-7ZE( + )P, Ef TR R A £ — MR FIAL s . B Y , MR UNG
FE F BB R 0 -5 2k DNA B PR 7 R o &2 4 B U B A9, BT LASMIE UNG % [ H B B
BE M MR RE D pCEM-7Zf( + ) W . ARLE R I AT LAAR K HU PR GEE R b R S R AESE B 1
MEHR  XRSRER, MBNEHARN SRITHEA . B4 IR M UNG EH R BH %
HMFI MM ELE RS GenBank FTIFEH E. coli Bikk UNG EEWFFI5EL—B, M EHK
B pGEM/UNG H 8 UNG EH K B2 EHN .

ERARZEE, BTREREHEENET, CFEFRBIF BEHEEKEAELE BRXE
BES HRXL LGS BEEREN FMALEBFE—RIARZFY E5E&H
pBV220 FERBREREMWFFHR . DFEFEH cls 857 ME FERES PUE 3hF, o U LT
fAE#k; 2)Pr 5 P B THEKU K AL ER&EN SD 55, A HIRMH#Ri&H; 3) SD F3I/E
HERZWMU S, ETHAWRE ATC WAMNEER , TRXZEMEEAD; 4)BHERLRILES
AP LB EE R, AT R - BFEREMNBREGEEES,1990) . ALK R HNEE
¥, ¥ 5ME UNG 2 A H B E 1a3f A% pBV - DNA Z o . 7E pBV220 1, AR B AH Nsil iR BI4L
ROERPE Pal s 8B4 5 Nsil IC AL 32 AU MR 35, BT L UNG B R B # EcoRI Al
Nsil B =Y e 9 E (M EA A pBV220 ZH BREE MR BBIEA, Pl 1 Nsil BB )
LS HEWHK - MEH DNA FFRE B U2 PCR BRI R R, CRIWETEH RS
BhL pBV/UNG, A4k St T EA R AMFE S KA FREE THM .
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Study on the Establishment of Swine Selection and
Breeding Systems

Tan Deming'  Chen Wenguang  Zhang Cun'  Lei Dongfeng'
(1 Guangshanbo Pig Industry Co. Ltd. Shenzhen, 518103; 2 Dept. of Animal Science, South China Agric. Univ.)

Abstract  Breeder pigs including American-lines Landrace, Large White, Duroc, Hampshire and line
24 were selected and bred by systematic ally. Continuing tests of the 6 generations selected in 10 years
indicated the pigs accomplished the goals of the breeding program. Breeding pigs showed multifarious
characters, i.e. high prolificacy, fast growth rate and high production efficiency. Dam line breeder swine
(Landrace and Large White) exhibited evident estrous signs, tame temperament, high conception rate,
large litter size, with live birth averaging 10.37 and 10.86, and 21-day litter mass averaging 54.23 and
58.81 kg, for Landrace and Large White respectively. Fast growth was expressed by sire line boars which
achieved maximum daily gain of up to 1 020 g during test period. In addition the boars also attained good
performance regarding to feed conversion efficiency and leanness with lean rate reaching 65.3% , Com-
mercial pigs produced by cross combinations of Duroc x Landrace x Large White and Duroc x Large
White x Landrace expressed high heterosis and took 165 days to reach 90 kg of market mass.

Key words  lean-meat swine; selection; breeding; system
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Construction of an Expression Vector Containing
Uracil DNA Glycosylase (UNG) Gene

Liu Li'  Ben Kunlong’
(1 Dept.of Animal Science, South China Agric. Univ., Guangzhou, 510642;
2 Kunming Institute of Zoology, Chinese Academy of Sciences)

Abstract Using a pair of specific primers (PI and PII), a PCR fragment containing the gene encoding
for uracil DNA glycosylase (UNG) was obtained from the total DNA of the Escherichia coli K-12 strain,
ATCC23743. The PCR fragment was cloned into plasmid pGEM-7Zf( + ) after the latter had been digest-
ed with restrictive enzymes, EcoR I and NsiI. The nucleotide sequence of the cloned fragment in the re-
combinant plasmid confirmed that the cloned UNG gene was correct and intact. Thereafter, the UNG gene
frapment was subcloned into an expression plasmid pBV220, located downstream of the bacteriophage APy,
promoter. The UNG gene in pBV/UNG was shown to be intact.

Key words uracil DNA glycosylase (UNG) gene; cloning vector; expression vector; construction
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