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Fig. 2, RAPD maker clusters analysis of 20 rices
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The Application of RAPD Technology to Heredity Grouping
of 20 Rice Varieties of Hyogo of Japan

LI Yu-liang's Yoshida Sinya®
(1 Crops Institute of Guangdong Provincial Agricultural Science Academy, Guangzhou 510640, China;
2 Biotechnology Institute of Hyago Prefecture Agnicultural Technology Center; Japan)

Abstract: Heredity gioups were classified by cluster analysis with RAPD tednology based on 20 rice varieties of hyogo
prefecture of Japan. 11 primers, A2, Acs, Bis, Ci5, Do, Dog, Gos, M11, Qie, S13 and Tos, selected from 220 candi-
date primers act as polymorphic DNA (RAPD) makers for 20 rice. The maps of RAPD standard polymorphic DNA in dif-
ferent varieties can be established by their specific characteristic bands. Thus, the cultivars and their purity could be i-
dentified and analysed quickly. In addition, Genetic distance among 20 rice varieties was calculated and clustered with
RAPD makers. The results showed that 20 rice varieties could be classified into four groups. The four groups classified by
cluster analysis with RAPD technology is consistent with the expected grouping based on available pedigree. The current
study indicated that it was practical to group rice with RAPD technology.
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