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Tab. 4 Resistant level of transgenic T, plantlines of

TN to Bacterial blight after inoculation

average average
plant lines  leson lengtly em plant lines  lesion length/ em
TNr1-1 1.88 TN-2-3 1.80
TNr1-5 2.00 TN-2-7 1.09
TNr1-9 2.05 TNi-2-9 1.09
TNr1-11 1.67 TNr2-10 1. 10
TN 112 1.96 TNF2-12 2.70
TN 1-18 1.17 TNi-2-15 1.65
TN 1-19 1.30 TN2-17 0.96
TN-1-20 2.73 TN|-2-20 1.14
TNr1-22 1.99 TNr2-21 1.47
TNr1-14 2.15 TN (CK) 2.67
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Primary Studies on Inheritance and Expression
of Foreign Gene in Transgenic Rice
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Abstract: Two transgenic plants transformed with cecropin B gene using biolistic method were generated from germinative
embiyo of rice variety TN 1. The inheritance and expression of bar and cecropin B gene in different transgenic plantlines of
TN1 from 5 generation of T1 to T5 were primaty studied. Results showed that the segregation ratio of bar'; bar was 3 *1.
The results of PCR and Southern blot analysis indicated that eight of T; and four of T4 transgenic lines had cecropin B

gene, the other plantlines of T4 showed lost of cecropin gene. One of T3 transgenic line expressed at mRNA level by
Northern blot. The resistance to bacterial blight delivered from cecropin B transgene could be segregated and transmitted

to high generation, resistance- improved plantlines were obtaned in T3 generation.
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