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Tab.1 The results of microsatellite DNAs polymorphic analysis in various rice mutants
SSR
name of chromosome male larger purple taller shorter
SSR marker No. sterile panicle kernel plant plant
RM1 1 — — A —
RVI4A 12 — C C -
RM26 5 — - A -
RM105 9 — - - A
RM107 9 - B - -
RM110 2 - - -
RM154 2 - A - -
RM 158 2 B — — -
RM181 11 — — C -
RM211 2 - — — -
RM216 10 — — -
RM252 4 - - A -
RM270 12 - - - B
RM305 5 - - C -
0.35 2.12 1.41 2. 47 0.71

polymorphic frequency / %
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Polymorphic Analysis of Microsatellite Markers
in Onyza sativa L.. Mutants Induced by Space Flight

ZHOU Feng, YI Ji-cai, ZHANG Qun-yu, WANG Hui, MEI Man-tong
(Genetic Engineering Laboratory, South China Agric. Univ., Guangzhou 510642, China)

Abstract: The genomic DNA polymorphism of five mutants, selected from rice variety Texiarnzhanl3 seeds which had

been flown on a recoverable satellite, was analysized by using 299 rice SSR (simple sequence repeats) primer pairs se-

lected throughout the 12 chromosome of rice genome. The results indicated that the polymorphism among mutants and ori-

gional variety was various. The polymorphic frequency, based on the ratio of number of primers amplifying polymorphic
band pattem to the number of amplifying any bands, was 0.35% to 2.47% in different mutants.

Key words: rice(Onza sativa 1. ); space mutagenesis; microsatellite DNAs polymorphism



