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Cloning and Sequencing of HN Gene of NDV WS,y Strain Isolated in South China

HE Dong-sheng, QIN Zhifeng, LIU Fu-an
(Dept. of Animal Medicine, South China Agric. Univ., Guangzhou 510642, China)

Abstract: The HN gene of NDV WSy strain isolated from South China was amplified by one-step nested RT—PCR. The
HN gene was cloned sequenced and analyzed homologically. It was found that the nucleotide sequence homology of WSg9
strain with other 29 NDV strains was between 88.0% to 99.8%. Their amino acid sequence showed 90% to 97% ho-
mology . Significantly, the NDV WSgo strain isolated from chicken and the GPMV, a paramyxovirus isolated from goose in
South China exhibited the highest homology of nucleotide which was 99.8% . The WS strain had a nucleotide mutation
at the 1 301 bp site of the HN gene, with Guanine replacing Adenine. Thus the amino acid code mutated from V to 1.
but there were no changes in the quantity and loci of cysteine in the HN. The cloned gene of WS strain contained 4 of
the 5 haemagglutinating antigenic domains of the HN gene.
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