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, PRV-YueA ~ PRV-MinA , 96 9%
92 5%.
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. S852 65 A
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| I ) . T4+ DNA « ADNA FEwRl/ HandlII. Amp.
) PTG . X-gal . DMEM (high glu-
. ( ) cose) Gibco BRL
(, . 1.4 PRV
gk HS 2h
0 ) i (3 (4
¢k 1.5
2 : 1 3, 2 2
1 200 oF PRV gF , 5 Ndel
s gE BamHI 2s:5 CATATGGGC-
s g/ gl / GACGATGACCTC 3, 2x: 57  GGATCCT-
PRV gE  CATCAGGGCUGAGAAGAGCTG 3’ . Sangon
. PRV 1.6 gE PCR
. gk 5L 10X PCR
/ » 4 ML dANTPs (2.5 mol/ L), 25(20 Pmol/ L)
2.5 L, 2x(20 #mol/ L) 2. 5 #I, DMSO 5 #L.
1 ddH0 29.75 L. Tag  0.25 ML (G|
1.1 . ML, 50 ML. ddH,0
PRV AMinA) . A(YueA) PCR 94 C 4min, 94C3s 58°C30
. HS"2h s72 Cs 25 ,72°C 7min, 4 C
. PCR 10 g/ L TBE , EB
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pUCm-T Sangon s E.oli YueA PCR MAgE  YAgE.
DH 5a 1.7 PCR
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. 2001— 12— 07
: X 4R (1946— ), B, & # 4%,

P ER AT W SR ED (ZRMO350TNY VR B A

: B WAHC1974—), M, AR E NEAARRE

By F) A 4k TAE.

255 S e (39770035



72 ( ) 23
MAgE  YAgE. 2 560 bp .
102X T4 DNA 1 L.
pUCm-T 1 ML, ddH>0 5 *L.T4DNA 1 22
L. MAgE 2 I pUCMA gE. pUCYA gF BamHI
YAgE ., 47T . .Ndel+ BamHI 25h ., 8¢L
1.7.3 &4 =4y 44 F. el :
, DH 5 , .
Amp.X-gal IPIG 1B .37 C 2.3 PRV gE
14~ 16 h.
1.8 , PRV-MinA  PRV-
PCR , J. YueA ek 558 bp,  GeneBank
1 : . BamHI 3 PRV-Rice. PRV-SH ( )
Ndel ~ BamHI . PVR-Ea( ) gE 558
1.9 gE bps PVR gE .
' : DNAstard. 0
’ M13F (-21) , PVR-SH.PRV-Ea.PRV-YueA, PRV-MinA.
GenBank PRV gE ) PRV-Rice 5 gkl
gkl ) . ) PVR-SH.PRV-Ea. PRV-YueA
gk , 99. 3%, PRV-Ea  PRV-YueA
99. 8% . PRV-MinA  PRV-Rice
2 9.3%,  PRV-Rice ~ PVR-SH.PRV-Ea.
PRV-YueA , 97. 3%
2.1 gE PCR 97.6% 97.6%, PRV-MinA
PRV-MinA . PRV-YueA 96.570:96.9%  %.9%.
PCR .10 g/ L 1.
70
GGCGACGATGACCTCGACGGCGACCT CAACGGCGACGACCGCCGLGLGGGCTTCGGCTCGGCCCTCGCCT  ricepart
—————————————————————————————————————————————————————————————————————— magepart
“A-——— A Cmm e e - shgepart
—————————————————————————— G-----——------------——-———-——-————-————————-  pagepart
——————————————— A--—=—======G---T---——-—-- - ————————————————------—-—  yagepart
140
CCCTGAGGGAGGCACCCCCGGCCCATCTEETGARCGTGTCCGAGGGCGCCAACTTCACCCTCGACGCGCG  ricepart
——————————————————————————————————————————— A--mr—wr o —e—————————-—-— magepart
————————————————————————————————————————————————————————————————————— shgepart
————————————————————————————————————————————————————————————————————— eagepart
————————————————————————————————————————————————————————————————————— yagepart
210
CGGCGRCGGLGCCGET GGTGECCGGGATCTGGACGTTCCTEGCCCGTCCGUGGCTGCGACGCCETGGCEETG  ricepart
—————————————————————————————————————————————————————————————————————— magepart
———————————————————————————————————————————————————————————————————— shgepart
———————————————————————————————————————————————————————————————————— eagepart.
———————————————————————————————————————————————————————————————————— yagepart
280
ACCATGGTGTGCTTCGAGACCGCCTGCCACCCGGACCTGGTGCTGGGCCGCEGCCTGCEGTCCCCGAGGCCC  ricepart
————————————————————————————————————————————————————————————————————— T magepart
—————————————————————— G--—------—---—--———————————————-————-——-——————-  shgepart
el S it iitaietat L it ettt eagepart
—————————————————————— G-—=——m— - - —m—— o —ms————sse——ee—————-————————  vagepart
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350
CGGAGCGGGGCATCGGCGACTACCTGCCGCCCGAGGTGCCGCGGCTCCAGCGCGAGCCGCCCATCGTCAC ricepart
—————————————————————————————————————————————————————————————————————— magepart
————— Al-~-——--———--—-T[-———--—— e —————— - ———————(§=———=---———--——---==-==  shgepart
————— Al-=——=—————-— - - —me——ee——e—c—e(G------s-e-—--—----=---  eagepart
————— Al-————— -~ — - —— - - —(G--—--—-----~——-——————  vagepart

420
CCCGGAGCGGTGGTCGLCCECACCTGACCETCCGGCGGGCCACGCCCAACGACACGGGLCTCTACACGCTG  ricepart
—————————————————————————————————————————————————————————————————————— magepart
——————————————————————————————— T-------=-------------—~~—--—-—-—----—~  shgepart
——————————————————————————————— Te—m————rmescce——ecseo——w————————-----  @agepart
——————————————————————————————— T - —————————  yagepart

490
CACGALGCCTCGGGGLCGCGEGCCETGTTCTITGTGGCGGTGEGCGACCGGCCGCCCGCGCCGCTGGCCC  ricepart
------------------- A————"""""""""-"-——---——-———————-—-—-———————---RA--—— pagepart
——————————————————————————————————————————————————————————————— GC--A-- shgepart
——————————————————————————————————————————————————————————————— GC--A-- eagepart
——————————————————————————————————————————————————————————————— GC--A-- yagepart

560
CGGTGEGCCCCGCGCCCCACGAGCLCCGCTTCCACGCGCTCCGCTTCCACTCCCAGCTCTTCTCGCCC ricepart
———————————————————————————————————————————————————————————————————— magepart
———————————————————————————————————————————————————————————————————— shgepart
———————————————————————————————————————————————————————————————————— eagepart
———————————————————————————————————————————————————————————————————— yagepart

1 PRV
Fig. 1 Nuleotide sequence comparison of PRVgE antigen epitope genes
2.4 gE PRV-MinA . 98 4%.
DNAstard. 0 ; 5 PRV-Rice ~ PVR-SH.PRV-Ea.PRV-YueA ;
3D , %B.5%~94.1% ,»  PRV-MinA
,PVR-SH.PRV-Fa  PRV-YueA 3 . ®R5%~93.0% .
98. 4%, PRV-Ea 2.
PRV-YueA , 99.5%. PRV-Rice

70
GDDDLDGDLNGDDRRAGEFGSALAS LREAPPAHLVNVSEGANFTLDARGDGAVVAGIWIFLPVRGCDAVAY  ricepart
—————————————————————————————————————————————————————————————————————— magepart
L e i L= 5- shgepart
—————————————————————————————————————————————————— L-~~--——---------5- eagepart
———————— DV---- e e e e m = m— - -—=~—————-8-  yagepart

140
TMVCFETACHPDLVLGRACVPEAPERGIGDYLPPEVPRLOREPPIVTPERWS PHLTVRRATPNDTGLYT] ricepart
----------------------- S e e e e o e m———- Magepart
-T-————— - M----------——-R-—wmmmmmmm e I-L--————— shgepart
e et e e Mt eagepart
B et M-~~~ ——-———R-—-—— e S - [ - yagepart
HDASGPRAVFFVAVGDRPPAPLAPVGPARHEPRFHALGFHSQLFSP ricepart
------ Q---------- =T magepart
-------------------- AD—-———— e shgepart
————————————————————— AD-——— e eagepart
-------------------- AD-—-—mmmmmm e yagepart

2 PRVgE

Fig. 2 Amino acid sequence comparison of PRV gE antigen epitope genes
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Sequence Analysis of gE Antigen Epitope Genes of Pseudorabies Virus

SHI Ying-xin, LUO Marr-lin, HUANG Yu-mao, LIU Zhen-ming

(College of Veterinary Medicine, South China Agiic. Univ., Guangzhou 510642, China)

Abstract; A pair of primers were designed and synthesized. Using the whole genomes of strain PVR-MinA and PRV-

YueA as templates, specific products were obtained as expected by PCR amplification and cloned into pUCm-T vector. Re-

combinants were confimed by wlony PCR and restriction erzyme digestion. The inserts were sequenced, and the results

revealed that each of both inserts composed of 558 neucleotides, coding for 186 amino acids. Comparison of the tamget

genes showed 96. 9% nuleotide sequence homology and 92. 5% amino acid sequence homology between strain PRV-YueA
and PRV-MinA, which is relatively low.
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