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21 Tab. 2 The resistance association coefficient (RAC) and virulence
association coefficient ( JAC) of the different pairs between
the highly resistant hybrid rice combinations
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Identification and Evaluation of the Rice Resistance
to Magnaporthe grisea Populations

PAN Ru-gian, KANG Bi-jian
(College of Resources and Environment South China Agric Univ., Guangzhou 510642, China)

Abstract: The resistance of hybrid rice combination to rice blast (Magnaporthe grisea ) were identified and evaluated by
combining the inter-organismal genetics method about the virulence frequency (VF ), and the analysis of the pathogenicity
association (PA) such as resistance association coefficient (RAC) and virulence association coefficient (VAC) with the
traditional method of differential cultivars. The pathogen populations, which total number is 100 isolates, used for the i-
dentification and evaluation of the esistance were collected from the field in Guangdong province in 1998. The pathotype
structures of this pathogen populations identified by the Chinese Differential Cultivars, consisted of four groups which can
be subdivided into ten Chinese races. Among them, the race ZG1 was the most dominant race with the frequency of
31%, followed by ZC13 and ZC 15 with the frequency of 28%) and 21%. mespectively. Fourteen hybrid rice combina-
tions which will be extensively cultured in Guangdong province were inoculated respectively with all isolates of this popu-
lation to identify their resistance. The results showed that ten combinations, such as Youyou 8821, Peizagui 99, Jiny-
ou7l, Youyoul22, Yueyou8, Qingyou303, Zhan8S * 303, Peiza 67, Youyou303 and Youchen2, were highly resistant to the
blast population with respect to their low VF ((20%;). The analysis of PA of these 10 highly resistant hybrid rice combi-
nations revealed that only 34 pairs of them exhibited high resistance in tems of their higher RAC (Z=0.80) and lower
VAC (=0). These pairs could be extensively cultivated in Guangdong province. It was deduced that hybrid rice combi-
nations Zhan8S *303 and Youchen2 probably have similar genetic background due to both of its high RAC and VAC val-

ue. The methods that could be used to identify and evaluate the rice resistance against rice blast were also discussed.

Key words: rice; rice blast disease; resistance; virulence frequency; analysis of pathogenicity association
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