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Tab.1 Microsatellite primers ( Chr. 6)
t( ) anneal (bp)
marker forward primer reverse primer temperature/ C  mmber of alleles  size range
S0121 TTGTACAATCCCAGTGGAATCC ~ AATAGGGCATGAGGGTGTITGA 55 5 173
80059 CAGGGTAGCCAAAAAAGAGTAAA TGCACACCTTGTGAACGTAGTT 55 14 148
MNO001 TAAAACTTTAACCAGACCTTC ~ ATATGCACAGAAGITAGCTTIG 50 7 132~ 154
MNO002 GAGCAACATCAGCTTAGTCC GATAGCACCATATGTGGGAC 58 3 118~ 124
MNO003 TAACCATGAACGACCTGG GCGTGATATGTGTITTAGTGTC 58 3 145~ 149
MNO004 CAGTAGCCAGGTATGGAAG TTTAATGGCTCGTAATACTC 58 5 148~ 165
MNO0O05 AACTGCCGTGAGTTACATTC CAGGCTGTGACCCATTAG 58 4 190~ 202
MNO006 CTCTCATTCAGAGAATAGAGGC ~ CAAAAGTCCTAGGTGCTTATC 58 4 178~ 194
MNO007 ACCAGTTCCAAGGGACTC TCTGTGTGTATCITCACCTGIG 58 4 118~ 133
MNO008 GATCTCATTTATTGAAATCTAA GGAAGTTTGTACCITTTGACTC 55 5 120~ 134
MNO009 CCAGTTCCATCTTAAATGGG GATGGGCACAAGACAATC 58 5 221~ 231
MN10 CCAAGACCCAGCATCAGG CGTGCAGACATGGAAACG 60 6 114~ 126
MN11 GTGGTTIGGAGGATGCTTG CTTGGGTAGATACCAAGGCC 55 7 129~ 149
MN12 CTGTAATTCCTGTGGGTIGG TGATGGTGGACCGGCATAAG 55 5 159~ 181
MN13 CTGAAACAGAGGCTTACTG TCTGAGATGACTGGACGAC 55 3 135~ 141
MN14 CCTAGGCAGGCAGCTCAG AGCAGCTTGCGGCTCTC 60 4 156~ 166
MN15 CAACAAATGCTGCGTGITCC CCATGTCACTIGTTGTTCTC 55 10 115~ 147
MN16 GGGTTAATGGATGAATGG TCCATTATGTCTAGACAC 57 10 82~ 108
MN17 ATACCTTGCCAGTGAGGGAC TGCTATGGTIGTGGTGAAGG 57 131~ 155
MN18 GGGAGAGAGTCTGCAAGG CTGTGCCCTCAGAGGAAG 60 137~ 143
MN19 CTCCACTCATCATAAC GATGATGAGTTATGAGTGTG 55 119~ 130
MN20 GATATGTGTCCCACAGATGC CGGGAGATTTGAGGATG 57 147~ 161
MN21 CTCCAGAATCTAAGCTCTC AGGACTCOGTGAGAGTTCTC 60 14 137~ 193
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Tab. 2 correlation coefficient between meat quality traits
' (92) 92) pH  (96) (96)
frats meat color marble pH value water-holding capacity
(92) meat color 1.000€0.000 0 —0.322(0.0020) ~  0.4190.000 D 0. 468(0.000 D
(92) maible 1..000€0. 000 0) 0. 049€0.643 5) 0. 023(0. 827 6)
P (96)pH value 1. 000€0. 000 0) 0. 737(0.000 D

(96)water-holding capacity 1. 000¢0. 000 0)
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pH QTL. Tab. 6 Multiple range test of pH value at locus MN006
D
3 MN0O4 v
means number of sample genotype
Tah 3  The analysis of variance for marbling at locus MN004 6. 354" 39 AA
F 6. 157" 38 AB
source DF  sum of squares mean squares F value 6. 102° 18 BB
2 0.702 0. 351 7 78" D ERFEAR, A7 E2F AL E, LR FESHR AT
genolypes ¥
LR
82 10. 370 0. 126
error
D * AT EFILF(P<L0.09 3
4 MN006 pH v ’ ’
Tab. 4 The analysis of variance for pH at locus MN006 > -pH
F b
source DF  sum of squares mean squares F value ’ ’
*x ’ pH
2 1. 097 0. 549 4.13
genolypes ’ pH
92 12. 228 0.133 ’ ’
€error
D ** AR EFMEF(P0.0D
2.3 MN 006
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Tab. 5 Multiple range test of marbling at locus MN004 [ .
v MNO04  MNO06
means number of sample genotype MN 004 BD BB AB
3.435° 20 BD , D
3. 228? 43 BB QTL ,
3- 209 2 AB 0. 108. MN006 AA AB BB
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Relationships Between Microsatellite DNA Markers and Pork Quality Traits

HOU Jian-gwo, LI Jia-qi, CHEN Yao-sheng, WANG Chong
(College of Animal Science, South China Agric. Univ., Guangzhou 510642, China)

Abstract: Pork quality traits, color, marbling, pH and water-holding capacity, were measured in F2 population of Lan-
draceX Lantang swine reference family by genotyping 23 micwsatellite DNA markers at chromosome 6. The results
showed that the correlation coefficients between poik color and marbling, pH, water-holding capacity were — 0. 322,
0. 419, 0. 468 respectively, and 0. 737 between pH and water-holding capacity. The additive effect of QTL linkage with D
allele at MNOOG6 locus is 0. 108 for pH, and the additive effect of QTL linkage with A allele at MN 004 locus is 0. 125 for

marbling.
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Studies on Effects of Combined Chemo-Biological Technique on Rice Straw
Decomposition and Its IR Characteristics

FENG Xin, KONG Wei-dong, MAO Xiao-yun, LIAO Zong-wen
(New Ferilizer Resources Research Lab, South China Agric. Univ., Guangzhou 510642, China)

Abstract: Decomposition of rice straw was studied by applyinga combined chemio-biological technique. The results
showed that the treated rice straw turned deeply black, was easily drawn apart and gave out strong odor. The water sub-
merging the treated rice straw became black too. The treated rice straw was studied with FTIR technique. The results in-
dicated that there was an increase in the contents of phenylic- and aleohol hydroxy and methyl radicals. The fatty group
compounds were partly decomposed. Carboxylic acid lipid compounds and ketone compounds were hydrolyzed. There was
an obvious process of organic nitrogen being changed into inorganic nitrogen in the form of ammonium ion. Available sili-
con exisgting in amorphous form was obtained from the decomposition of polymeric silicon and even brought into accumula-
tion. Oxidation and condensation of the organic compounds were ntensified and the contents of aryl compoonds
inereased . The structural variation of the treated rice straw showed that the decomposition of rice straw was accelerated by

the combined chemo-biological technique.
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