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Cloning and sequencing analysis of myostatin gene of chicken and goose

MA Xian-yong, SHI Zhen-dan, CAO Yong-chang, BI Ying-zuo, MA Jing-yun
(College of Animal Science, South China Agric. Univ., Guangzhou 510642, China)

Abstract : The myostatin gene of chicken and goose was amplified by reverse transcription-polymerase chain re-
action(RT-PCR) , then cloned into pGEM-T Easy vector and sequenced separately. The result showed that the
complete gene either obtained from chicken or goose skeletal muscle consisted of 1 128 nucleotides, chicken
myostatin cDNA sequence shared 94.6% homology with goose myostatin cDNA sequence, and the homology of
myostatin amino acids sequence between them was 97.9% , which was higher than that of the cDNA sequence.
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Fig. 1 RT-PCR product of MSTN
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Fig. 2 Identification of recombinant plasmid by enzyme digestion
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The DNA sequence of goose MSTN is compared to chicken MSTN, only the different bases are indicated
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Fig. 3 Nucleotide sequence of myostatin of chicken and goose
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The amino acid sequence of goose MSTN is compared to chicken MSTN, only the different amino acids are indicated
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Fig. 4 Deduced amino acid sequence of myostatin of chicken and goose

3 3Fig

2R W RS A58 8 MSTN £ H 8 /751, 8 a3
DNAStar 2k # 17 20, & BLXG (&E MSTN £ & #) [7]
TR 94.6%, TIAH I 2B F 5 0 R FEE S
97.9% , Ut B RE B R A E A MSIN B B 751 &
N BZAFEER BRERTHREFERBEHE
R A

MSTN s [ P 51 72 3 b 3 78 o 85 B R <p (e, Sp R
b, BEMENARSEEII MG LA MSIN B EF
FIERIR K, 20 et + 4R S, X B R 2 KR A
MSTN B Bk g R sh W B LA SR & () #0150 R R,
HARE. AEE/NEAY MSIN R EEBFII R
—3i, MSTN 7 BT BE4E S A 25 1L P9 3% 98 7% 2088 5
AIDS ML B SRR SN SH BN EERITE
PRI BT, 3T MSIN MR RLE B B2 it &



88

e

# B K b K ¥

® (B & #

¥ M LWAE

MM EBEARLESN. REPI MSTN 3Rk & A&
YIE¥RAERRE L, HEFLZH K MSIN /ERYLH
MRBNREEER, ENERS SR AE

K&

GUBERFHE—BHE. FWTNER MSIN H

e RERVLHI B E T RIFa9ERE .
SE M-

[1]

(2]

(3]

MCPHERRON A C, LAWLER A M, LEE S J. Regulation of
skeletal muscle mass by a new TGF-8 superfamily member
[J]. Nature, 1997, 387(6 628), 83 - 90.

LIN J, ARNOLD H B, DELLA-FERA M A, et al. Myostatin
knockout in mice increases myogenesis and decreases adipoge-
nesis [J]. Biochem Biophys Res Commu, 2002, 291(3):
701 - 706.

CASAS E, KEELE ] W, FAHRENKRUG S C, et al. Quantita-
tive analysis of birth, weaning, and yearling weights and calv-
ing difficulty in Pledmontese crossbreds segregating an inactive
myostatin allele [J]. J Anim Sci, 1999, 77(7): 1686 -

(4]

(5]

(6]

1692.

GROBET L, MARTIN L J R, PONCELET D, et al. A dele-
tion in the bovine myostatin gene causes the double-muscled
phenotype in cattle[ J]. Nat Genet,1997, 17:71 - 74.
KAMBADUR R, SHARMA M, SMITH T P, et al. Mutations
in myostatin in double-muscled Belgian Blue and Piledmontese
cattle [J]. Genome Res, 1997, 7(9), 910 -916.
McPHERRON A C, LEE S J. Double muscling in cattle due
to mutations in the myostatin gene [J]. Proc Natl Acad Sei,
1997,94:12 457 - 12 461.

SHARMA M, KAMBADUR R, MATTHEWS K G, et al.
Myostatin, a transforming growth factor-[ beta] superfamily
member, is expressed in heart muscle and is upregulated in
cardiomyocytes after infarct[J]. J Cell Physiol, 1999; 180:
1-9.

McPHERRON A C, LEE S J. Suppression of body fat accu-
mulation in myostatin-deficient mice [ J]. J Clin Invest, 2002,
109(5) : 595 - 601.

E(EmE % ]
[m (£ E R X
Lol Lol Peol Ped leld leod Yol el leld Lol Dol Pel lellel Fold Dol Yol Dot Peod ol Dol Dol el Pold Dol Dot Pol Rl Peld Dol Pol Dol Fod Pod Peod Dot Yol Dot Pold Dol Dad Pol Pold Peod el Pol Pet ]

-

W

KB RAHAB R ETRARRAGHAER
B AR KR E LR

20042 A 29 B, REHBTR AEAREITHER EEBRLIREIRT NEHGHEEER
PHERFOABERNAFR" TEHRRALEES. ETZRSEIBER, iFERL SRR EHEHLE
EZR, T RERVTHEABREETHEE EEER.

ZIE M 1993 FFFHPIFR, 2 2003 FRHE 0 FEHEXARABFES T REBRABZFEELE9
TR, B EZRERMEEE LR, & 30 ZAMFARXE BMEHTT 10 SHAEFHNHTR
TR, ALK 500 ZATT, G- HEAHR  BEHEHANEEERHNELHEMEREL =R, B
FE AR PTIE 8 & BRI R At S AR R 222,18 12 TT.

ERZRSINEFHE TR RRERHH, TR T W B HAMES TR, #1177 RIS, B0k k.
B B BRI R, HARRRER, A TR, ZETE, BEER T &R 0T E K, FRR
REFEBFAKE, LEZRNZ AN, MENREBHTRT RO R ELEAFEENHEENIERE
. ZBREEKERBEREHKE, KPBEY ESAYESHEREAN S EMRBLIERAE
KF. RRZRE—BABELRBEROER FRIGE S MEHF&25 RN R H MR, h EER

] 9 B 24 7 ol i SR R TR
(e R X FHEL FHERS)



