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Relationship between pathogenicity of Phyllosticta commelimecola of
Commelina communis with dsSRNA and RAPD groups
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(1 Agricultural College of Zhanjiang Ocean University, Zhanjiang 524088 China;
2 Biochemistty Center of Zhanjiang Ocean University, Zhanjiang 524088, China)

Abstract: The geretic polymorphism and dsRNA of Phyllosticta commelimecrla from Northeastern of China
were determined by RAPD and cellulose methods. The relationship between the geretic polymorphism and
dsRNA and pathogenicity was analyzed. The results showed that there were obvious differences in culture types
and pathogenicity of these strains, and the pathogenicity of the strains decreased from southern to northern.
The typical strains were subject to dsRNA and RAPD analyses. Among 12 strains tested, 10 strains contained
dsRNA and 2 without dsRNA . Tt was mdicated that there was not relationship between dsRNA and pathogenci-
ty. The isolates could be divided into 5 groups under the Hierarchical cluster distance of 15. There was close
relationship between the isolates of Jilin Province and Liaolin Province, however, the strains of Helongjiang
Province had distant relationship with the strains of Jilin and Liaolin Pwovince. The pathogenicity of the strains

under the sane RAPD group was similar.
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Tab. 1 The numbers and sequences of selected primers 1.2.5 DNA &9 4&3 & RAPD ¥ 3§ AR K 947
PSA ) PS
number sequence number sequence 25 C 3d.
01 CAGGCCCTTC 10 CCCAAGGTCC 3 ., , CTAB
02 CATCCCCCTG 11 CCAGATGCAC DNA. RAPD :
05  GATGACCGCC 14 AAGTGCOGG 72 C2 min. 45 ; nC 10 min.
06 GTCCCGACGA 15 GGCAGGCAAG 10 ¢/ L )
07 GTCGCOGTCA 16 ACGAGAGGCA , ., SPSS9.0
08 GGTCTACACC 17 GGCACTGAGG
09 CACOGTATCC 18 CGCCTAGGTA 2
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Tab. 2 The selected strains and their pathogenicity
number source pathogeni city number source pathogeni city
1 7
2 8
3 9
4 10
5 11
6 12
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Tab. 3 The culture characteristics and geographic distribution of P. commelimecola

sporulation
color morphology  growth rate onidiocar R places
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