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Abstract A wled leafmutant Onz satia 1. subsp jgponiaa 1.39 caused by T-DNA (Ds) insertion
was identified G enetic analysis of the mutant showed that the wo types of phenotype rolled leaf and
nomal leaf in the segregating populations derived fran the FDNA (Ds) hetemzygotes fit the ratio of
3. Test forBasta resistance showed that he rolled leaf plants were all resistantwhile the nomal leaf
plantswewr susceptibk The mtio of resistant and susceptbk plants is 3 1, which ndicate hat the
olkd leafmutant is co segregated w ih Basta resistance The wlled kaf mutant caused by FDNA (D)

nsertion was furher confimed by T"-DNA detection using PCR method This wlkd leaf mutant is useful
for isolation of the tagged gene in rice
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L subsp pponlca 11 . T, Ds [ : nomalphnt II: heterozygote of wllkd leafmutant
[Il: han ozygote of wlled leafmutant
. pDBarl300  TDNA 139
Ds Ds Bar Fig 1 The phenotypes of the wllkd kafmutant [L39
Basta ( ) phosphinothricin 2 2
PPT ) s Ds T , 3 IL39
Hpt i (. . :
1 2 Basta 39 ,
2  Basta s , ; ,
Basta L 2 ,
13 PCR 37 1
PCR [ 14
' 1 139
DsP1(GGAAG CTTGG ATGAAAACGG TCGTAACG ) . .
Tab. 1 Segregation of the rolled leaf phenotype in the popu
DsP2(GGGAATTCTG AAGATGTAGC AAGTGGCTCC ). . i
lations derived fran the heterozygotes of mutant
14 IL39
2000 ~ 2001
2000 ’ Ds T no. ofplants X 2
P
20 ’ gene ra tion (3°1)
2000 2001 ’ 3 toal mwlled leaf nomal kaf
’ 50 ’ T, 165 117 48 126 025~0 50
T, 386 275 111 271 010~0 25
2 T, 240 173 67 094 025~0 50
21 23 Ds
T, ., Ds ( insertion lnes ILs) T, ~T, IL39 Basta
) 1 ’ ( 2) H ’
.39 1.39 Basta 314
’ s s Bar
3 . . 139 T, ~T, Basta
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Tab. 2 Segregation of the Basta resistance i the popula
tions derived from the heterozygote of IL 39
no ofphnts X 2
P
gene ra tion (3:1)
tonl resistant susceptible
T, 165 117 48 126 025~0 50
T, 386 275 111 271 010~0 25
T, 240 173 67 094 025~050
3 Basta

Tab. 3 Co segregation of the rolled kaf and Basta resist

ance in the populatbns derived from the mutant

IL39
Basta
Bast resistance genemtion mwlkd kaf nomal kaf toml
resistant T, 117 0 117
T, 275 0 275
T, 173 0 173
suscep tible T, 0 48 48
T, 0 111 111
T, 0 67 67
otal 575 226 801
2 4 PCR
.39
Ds , Ds
1 DsP1  DsP2 .39
PCR ( 4). Basta
) 1 500bp ;
Basta ,
DNA ( 2). Ds
4 Ds PCR

Tab. 4 Ds detection in the popubtions derived from the
mutant IL39 by PCR m ethod

Ds
Na of plants of Ds detection

phenotype otal
presen t absent
wllkd leaf 115 0 115
nom al leaf 0 57 57

otal 115 57 172

3
M 1 2 3 4 5 6 7 8 9 10 11 12
SOObp . — — e — ey — — i —
M 100 bp hddex L5 9 DNA;
2~46~8 10~12

M =100 bp hddes Sampk & 5 and 9are nomal phnts Sanple2 4
68 and 16 12 are wlked leafmutants
2 Ds
Fig 2 Ds detectbn n the segregates derved from the heterozy
gote of IL39 by PCR
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