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Identification of an Arbuscular Mycorrhizal Fungi by the
Methods of Morphology and Molecule

LONG Liang-kun',YAO Qing’, YANG Song-zhen' ,ZHU Hong-hui'
(1 Guangdong Institute of Microbiology, Guangdong Provincial Key Laboratory of Microbal Culture Collection and Application,
Guangzhou 510070, China;2 College of Horticulture, South China Agric. Univ. , Guangzhou 510642 ,China)

Abstract ; Spores of an arbuscular myecorrhizal fungal which marked as 2-1A1 were isolated from the acid
soil in Guangdong Province. The spores formed singly in soil, no sporocarp, ellipsoid, yellow to brown in
color. Spore wall consisted by only one layer and 11 pm thick. Melzer’s reaction was yellow. Strain 2-1A1
accorded with Glomus flavisporum in morphology. DNA was extracted from a single spore 2-1A1, then the
NS31-AMI region of 185 rDNA was amplified specifically by nested PCR. PCR products was sequenced
and the DNA sequence was blasted on GeneBank. Phylogenetic tree revealed that strain 2-1 A1 was closely
related to Glomus sp. (DQ371674) ,with the similarity of 98% . Strain 2-1A1 was belong to the genus Glo-
mus sp. by part of 185 rDNA sequence analysis.
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