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Suppression Subtractive Hybridization Analysis of Rice Male
Sterility Mutant ws-3-1 Induced by Space Flight

YI Ji-cai,
( College of Life Science, South China Agric. Univ. ,
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Guangzhou 510642, China)

Abstract . Differentially expressed genes between rice male sterility mutant ws-3-1,

flight, and Texianzhan 13,

induced by space
it’s original indica rice variety, at the meiotic stage were analyzed by cDNA
suppression subtractive hybridization (SSH). Forward- and reverse- subtractive libraries were constructed
by using ¢cDNAs from Texianzhanl3 or ws-3-1 as tester. By using library screening with Southemn blot-
ting, 109 and 104 positive clones with different transcriptional abundance between Texianzhanl3 and ws-
3-1 were selected from the forward- or reverse-subtractive libraries respectively. Northern blotting analysis
was performed to compare the transcription level between ws-3-1 and Texianzhanl3 | and difference in ex-
pression abundance was found in five cDNA clones. The differences in the expression of these genes and

their relationship with male sterility were discussed.
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