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Comparison of Detecting Microsatellite Polymorphism by
Using DHPLC and ABI377
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Abstract . Based on pig linkage map of USDA-MARC2. 0, the SW1678 microsatellite marker on SSC4
was chosen for genotyping 64 F, pig samples of the SCAU-LL reference population. The efficiency and
deficiency of detecting microsatellite polymorphisms were compared by WAVE® nucleotide fragment a-
nalysis system ( denaturing high performance liquid chromatography ,DHPLC) and ABI377 DNA sequen-
cer. Out of 64 individuals, 57 were detected genotype and 2 were missed by both systems, 3 were only
detected by DHPLC, and 2 only by ABI377. The results showed the coincidence of detection was 92.2%
for the two systems, while failure in detection was 6.3% for DHPLC and 7. 8% for ABI377. The sensi-
tivity and accuracy were similar for both systems, but the testing cost was lower for DHPLC than for
ABI377.
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