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Abstract:One pair of priners was designed and synt hesi zed based on the nucl eoti de sequence (M4927)
of chicken infectious |laryngotracheitis virus (ILTV) gB gene pulished in the GenBank. gB gene of [LTV
Henan 1 solate (ILTV-CG was anplified by PCR . The put/lied PCR product was inserted into pGEM T
Easy vector, and then transforned conpetent cell JML09. By idenfication of blue-white col ony screening,

pl asm d PCR and enzyne digestion, positive clones were seqguenced. The sequencing results I ndicated

t hat gB gene nucl eoti de sequence of |ILTV -CG strain was 2 629 bp in length, which I ncluded one open-
readi ng franme(2 622 bp, encoding 8/3 amno acid residues, wth eight potential Nglycosalation sites and
t wel ve cystelnes In deduced am no acid seqguence. Conparison of the gB gene nucl eoti de sequence wth
that of the ILTV 632 strain, SA2 strain, Throne strain, Yantal strain and Liaoning strai n pubhshed previ -
ously 1n GenBank, revealed simlarity of nore than 99% Wen conpared wth | LTV-SA2 strain, |LTV-
OCG strain had one base deletion of Gat 89 nt and one base insertion of A at 102 nt wthin gB gene, resul -
ting five amno acid frane shift mutation. This study provided foundation for the devel opnent of reconbi -
nant vacci ne agai nst | LTV.
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The underlined residues represent potential N-glycosalation sites, the ami-

no acid sequence italicized represents signal peptide sequence, and the as-

terisk indicates the stop codon
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