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O agnosi s of Miscovy Duck Reovirus D sease by Sem-Nested RT-PCR
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GEN Shi-long, ZHJ X ao-11, GENG X ao-xi a

(Institute of Animal Husbandry and Veterinary Medici ne, HJjIan Acadeny of Agricultural i ences, Fuzhou 350003, Chi na)
Abstract: According to the nucl eotide sequence of the S1 gene of MDRV registered in GenBank, a set of
prinmers Cl1 ,HPI 1 and HP12 were designed to anplify a specific 300 bp fragnent by sem -nested RT-
PCR. The specific product could only be amplified from MDRV, but not from ARV, GPV, MV, CEF and
MDEF cell cultures by this nethod. The detectable dsRNA anopunt by this nethod was 1 fg and whi ch
had hi gh specificity and repeatability. Pathol ogical tissues of artificial Infection and suspicious clinical
sanpl es were di agnosed by virus i1solation and sem -nested RT-PCR The colncidence rate of the two
nmet hods was 100% So this sem -nested RT-PCR could be used for rapid detection of the nuscovy duck
reovi rus di sease.
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Fig. 3 Detection of clinical samples by semi-nested RT-PCR
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