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Preliminary Identification of F, Pollen Sterility Gene S-e in Oryza sativa
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Abstract ; Seventy four SSR polymorphism markers distributed on twelve chromosome in rice between a ja-
ponica line E47-1 and an indica variety Guangluai4 had been selected to detect the distorted segregation
in the E47-1/GLA F, separate population. The results showed that nine SSR markers displayed signifi-
cant deviation from the expected Mendelian ratio (1:2:1) at 5% or 1% level. Of these, seven SSR
markers tended to indica genotypes and two markers inclined to the heterozygote. The distorted segrega-
tion at the loci RM19 and RM453 on chromosome 12 was found to be correlation with the F, pollen sterili-
ty in the F, population. Hereby, It suggested that there was a gene for F, pollen sterility on the region of
RM19-RM453 on chromosome 12. The locus for F, pollen sterility is named S-e. The result will be signif-
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icant foundation for gene ovientation.
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P, : E47-1;P, : Guangluai 4 ;1 ; genotype of Guangluai 4 ;2 : heterozygous ;3 :
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Fig.1  The band patterns of RM19 in E47-1/Guangluai 4 F,

population
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Fig.2 Distribution of 101 polymorphic SSR markers on rice chromosomes
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Tab.1 Distorted segregation of 9 SSR markers in E47-1/Guangluai 4 F, population
;,fgﬁles SSR */ila #z’gﬁ %Wﬂ genotype . (] 1 )
X“ i 20
chromosome SSR marker sample I 1J 1]
3 RM168 49 22 11 7 19.35*
6 RM253 40 17 18 5 7.60"
RM314 40 16 19 5 6.15"
7 RM125 38 8 28 7 9.37™
10 MR596 40 1 35 4 22.95™
11 RM224 39 17 16 6 7.46"
RM144 40 17 17 6 6.95"
12 RM19 40 17 22 1 13.20™
RM453 39 18 17 4 10.70
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Tab.2 Correlation between genotype of SSR markers and pollen fertility in the F, population

Befafk SSR #ric L[ A PREL TR T U g
chromosome SSR marker genotype plant number pollen fertility/ % U test
6 RM253 homozygous (11, ]]) 87 58.41 0.82
heterozygous (1J) 80 60.99
RM314 homozygous (11,JJ) 78 57.95 0.93
heterozygous (1J) 89 60.97
12 RM19 homozygous (11,JJ) 83 70.23 7.77"
heterozygous (1J) 84 49.86
RM453 homozygous (11,JJ) 78 68.63 5.42™
heterozygous (1J) 89 51.76
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