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Recombinant Rabies Virus Expressing Hemagglutinin of Avian Influenza Virus
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Abstract : To study the characteristics of rabies virus as vector, hemagglutinin gene of avian influenza vi-
rus was inserted at the site of pseudogene between G and L genes and a chimeric virus, designated as
HepFHA, was generated by the technique of reverse genetics. The virus HepFHA grew well in BHK-21
cells after passage for 10 times, but did not show hemagglutination. The foreign protein was analyzed by
SDS-PAGE and Western-blotting, and the results indicated that the partial protein of hemagglutinin was

expressed with relative molecular mass of 39 540 ,identical to that of HAL.
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Fig. 1  Construction of the full-length genome plasmid pHEP-
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Fig.2 Identification of HepFHA by RT-PCR
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Fig.3 The identification of HepFHA virus by FITC-labeled anti-
N antibody



514

W LS ERIBYRTE HA R RGBS TPFRA 83

2.3 HepFHA %% HA EARIZHIR

Hufg 2 10 AR B LI, 4T SDS-Z 4 ik
JHe B Jist FEL UK , Western-blotting A5l 45 5 /| 76 A0
43t K 34 000 ~47 000 &b 1 450 R 3k
ZRtty , LA 8 G v O B kg 8 A8 B, B o 2 11 I ) A
X0 i R PN AR b, 5 A S 0 B A5t — 2 1 e
A58 .y =36. 802x-23. 016 (r =0.8738) , &1, %
IR E AT 2> F R R 39 540 247, 5 HA 2L
1 HAT 85 AR 20 S s AW 4 i A AR X6 537
Jo 3 PR P A DL sk Aty th B, R BHACE HA (R385 53
FERGRIFIK LSRN E 4 5.

1,2 :HepFHA %% ;3 : Hep-Flu-

1 2 3
120 000* Y&
86 000 , -
- S R ML R TR

| b

470000
; 1 and 2; HepFHA; 3 Hep-Flu-
34 0000 ry; M: protein relative molecular
mass marker
26 0000

Kl 4 HepFHA J%%; SDS-PAGE
Fig.4 Detection of HepFHA HA protein by SDS-PAGE
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Fig.5 Identification of HepFHA HA protein by Western-blotting
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