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Abstract ;: Two sequences homologous to leucine rich repeat (LRR) domain of tomato Cf-9 gene were ob-
tained from potato genome through PCR amplification using a pair of primers specific to the conserved part
of Cf-9 and Cf-9B. A third homologue was found by blasin-searching Cf-9 sequence against potato Uni-
genes in SGN website ( www. sgn. cornell. edu). It indicated that a high similarity existed between se-
quences from potato and tomato with a similarity of more than 85% at nucleotide level and more than

75% at amino acid level. The comparison revealed that a significant variation had taken place between

potato and tomato Cf9-LRRs.
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Fig.2 Dendrogram of Cf9-LRRs from potato and tomato
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Alignment of predicted potato Cf 9-LRRs and tomato Cf-9 and Cf-9B LRRs
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