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Abstract ; Real-time quantitative PCR was applied to analyze expression differences in genes related to re—
production between Erhualian and Duroc pigs. Seventeen genes ( ESR, RBP4, PRLR, INHA, SPPI1,
DPP4, PAS0arom, LHR, FSHR, FSHB, GnRHR, EGF, PAPP-A, IGF1, NRP2, GDF9 and SCG2)
were analyzed in the present study in four tissues ( pituitary, ovary, uterus and oviduct) of the two pig
breeds. The results showed that the expression level of each of the 15 genes ( ESR, RBP4, PRLR,
INHA, DPP4 | PAS0arom, FSHR, FSHB, GnRHR, EGF, PAPPA, IGF1, NRP2, GDF9 and SCG2)
was higher in Erhualian uterus than in Duroc uterus. The relative amounts of RBP4 and ESR were
123. 35 and 10. 67, respectively in Erhualian uterus, which were much higher than those (1.0) of the
two genes in Duroc uterus. In pituitary, the relative amounts of ESR and GDF9 were 7. 15 and 5. 47, re—
spectively in Erhualian, which were higher than those (1.0) of the two genes in Duroc; the relative a—
mounts of P450arom, LHR, IGF1, SPP1 and RBP4 were lower in Erhualian than those in Duroc; and
the relative amounts of the other genes were almost the same in the two breed pigs. There was no signifi—
cant difference in the relative amounts of the 17 genes in the ovary and oviduct tissues between Erhualian
and Duroc. The results in the present study implied that the high fertility of Erhualian was probably due

to complicated effect of many genes, and most parts were possibly affected by the expression of genes in
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uterus tissue.
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Tab.1 Primer pairs for quantitative PCR analyses

Sl EIEEI/ F S 18,5—3")

ERaigliities 1B KGR FE

P gene primer sequences ( forward primer/ accession number of annealing H_Eﬁjélj\
. fragment size/ bp
reverse primer; 5'—3") reference sequence temperature/°C
ESR GAATGGTGATCACACAACCC/TCAGGGACATCATCATGGAG AF164957 57 155
RBP4 ATCGACACGGACTATGACA/GCCTCTGCCTCACAATTTTC NM_214057 58 148
PRLR ACATCCTGGTGTTAGTGCAG/ATCGAGGTAATCCAGCCCAC AY308826 57 173
INHA TCACATATGTATTCCGGCCG/ACAGGACCCCTGGATGATAG NM_214189 58 157
SPP1 ACGTGGCTTCTGACTTGGAC/GAATGCTCATTGCTCCCATC NM_214429 58 139
DPP4 AGCTAGCTTTGATGGCAGAG/TTGCAATCCGCTTGTCATC AY198323 55 152
P450arom AGGAGGTCCGCAATGACTTG/AGGAGAGCTTGCCATGCATC NM_214429 56 157
LHR CCCATCTCAAGCTTTCAGAG/GCTCCAGGCTCAATATACAC NM_214449 58 162
FSHR AGCGTATGGCCATGCTCATC/ATAGAGGAAGGGGTTGGCAC NM_214386 58 164
GnRHR ACTTGACTCTAGCCAACCTG/GGCTAATCACCACCATCATG NM_214273 56 165
EGF GGAAGACATCTCTCAGCCAC/AATTGTTATTCCGCTGGGCC NM_214020 58 166
PAPPA CATAAGTTCTGTGGTGACCC/AGGTAACAGTGCATTCTGGC AF421142 56 152
IGF1 TGCACATCACATCCTCTTCG/GTACCCTGTGGGCTTGTTGA NM_214256 58 167
NRP24 GTGTTCGAGGGAGTTATCGG/CTTCTCCTTGTCAGCCAGAG BX916214 55 246
NRP2-22 GTGTTCGAGGGAGTTATCGG/GGCGGCCATAACGTAATACC BX915163 58 204
FSHB TTTGCTTCCTATTCTGTTGC/CGTGGTGTTGATGCTTATGC NM_213875 55 116
SCG2 GAAATCGTGGAGGAACAGTA/CTCCTCATCAACCCTCTCAC AYB70646 55 116
GDF9 AAGTCACCTCTACAACACTGT/AGCAGTAACACGATCCAGGTT AY649444 57 127
B-aciin CCACGAAACTACCTTCAACTC/TGATCTCCTTCTGCATCCTGT AY550069 55 ~58 131
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Tab.2 The 2 T values of gene expression in the four tissues of Erhualian compared with Duroc pigs
FE geone EIZEN b i TE HonaE 4 NMHLGLF-EY SR
pituitary ovary uterus oviduct average of four tissues Duroc control
SPP1 0.09 1.15 0.90 0.57 0.49 1
IGF1 0.13 0.74 2.31 0.39 0.54 1
LHR 0.32 2.21 0.69 1.17 0.87 1
PASOarom 0.64 0.12 2.87 0.32 0.51 1
SCG2 1.56 0.82 1.49 0.98 1.21 1
FSHpB 1.44 1.10 1.86 1.65 1.51 1
ESR 7.15 3.41 10.67 4.28 5.77 1
FSHR 1.81 0. 65 3.37 2.30 1.74 1
EGF 1.94 2.29 6.90 1.99 2.80 1
PAPP 2.07 3.63 5.62 0.55 2.19 1
DDPA 0.96 1.17 4.70 1.72 1.74 1
GDF9 5.47 1.95 7.49 1.61 4.13 1
NRP24 1.00 1.11 1.82 1.96 1.41 1
NRP2-2 0.88 1.64 2.65 1.82 1.62 1
GnRHR 1.22 2.65 3.09 3.09 2.35 1
INHA 0.96 0.98 1.18 1.58 1.15 1
PRLR 1.08 2.07 1.73 1.75 1.61 1
RBPA 0.20 0.75 123.35 1.85 0.20 1
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