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Detection on Different Resistance of Two Rice Varieties
Against Rice stripe virus in Real-Time RT-PCR
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Abstract . The different resistance against Rice stripe virus ( RSV) between rice Wuyujing 3 and KT95-
418 was investigated by detecting the replication cycle and relative amount of RSV in two varieties rice
suspension cells by using Real-time RT-PCR assay and conventional RSV infected assay. The results
showed that it needed 24 and 36 h when RSV replication reached its peak in rice suspension cells of
Wuyujing 3 and KT95-418 respectively, and at their peaks, the amount of RSV increased 7. 46 and 4. 51
times respectively. The infected incidences of Wuyujing 3 and KT95-418 were 91. 7% and 36.0% by
conventional RSV infected method. It was showed that KT95-418 had higher resistance against RSV than
Wuyujing 3. In comparison with conventional RSV infected methods, Real-time RT-PCR assay was more

accurate and sensitive, and would be used to validate the result of conventional RSV infected assay.
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IKFE SRR RE 3 5 FKFEHT i & KT95-418,
BREA YR T E R LR ERA.

BRI IR B VLBt EE (HZ) = rg 21 (CX)
7K G H (8] 2 S RUK A5 KRB0 H P aE IR B9 HK , & RT-
PCR EE /7, RIFET/KBE(AEP 1 S) kL. &R
Witk T 7K 5 2% B0 2 ( Rice stripe virus, RSV) ##
aill RSV 2K K&\ Laodelphax striotellus 53555
FMHHAKFES &, 72 28 €14 h JLHR/10 h B
B B A 35,10 d 5, MR IR IE R &
H30 dJE G ARE R KEER, Hi AR
BH 355 192 £k KT95-418 3 186 ¥k. LI EHEE
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1.2 KkBEFHAMIESRS RSV EH
ZM Yang %5 k.
1.3 Real-Time RT-PCR %3
B IAE S 0.1 g, Al 1 mL TRIZOL % #( ( In-
vitrogen, USA) $2HUE RNA, Jy ¥4 7= mh 5 4T
iz F PerlPrimer ¥{4 34T Real-Time PCR 3|41
T ONRIE R IR S AR R, RS BT
GenBank ${#% F Blast 327 T 1T LB 434, LU
5xEERAFFIETE. RSV CP B HFARFX B 5’
¥:8| 4 CP1 Jy:5'-RTTGACAGACATACCAGCCAG-3’

(R=A/G); 3'%5|4 CP2 JJy.5'-CATCATTCACTC-
CTTCCAAATAACY-3'(Y = C/T). sKAGEALIE B E
F 3 A (eukaryotic elongation factor 1-alpha gene, eEF-
la) fE A W2 R, 5 5504 EPL . 5"
TITCACTCTTGGTGTGAAGCAGAT-3'; 3’33 4 EP2
4 :5-GACTTCCTTCACGATTTCATCGTAA-3'.

1 pg 5 RNA 51 uL 3'¥%55|#7(10 pmol/L) R &
J&,F 70 CALEE 10 min, FF$Z R TaKaRa /Y @] ) Ex-
script™ RT reagent Kit 3% €158 B 4547 cDNA 55—
HME& . 1 uL ¢cDNA A F Real-Time PCR #:{lf,
PCR 7£ 50 pL S W1k & b, 7€ 48 L. MiniOpticon™
System ( Bio-Rad, USA Y #4TUL TR, 95 CHAE
Y10 s J5, #5497 45 DB (B MG A 95 CAd
65,62 C1B:A 20 s). RJE TR HI1E.

Real-Time RT-PCR 4 3 =¥y e Rt #5110
/L SRIRRBE R B Ik F g R A M At R T &
7. FIH—FR514 BHBH cDNA FEBAGHEAT Re-
al-Time RT-PCR R SPE# M) FbR e f S fa 2. AR4E
Z A EX AR T IE— AL (9145 RNA &
FIE) R IEHaE 1 H M B TE R [ R 5 o AT
KEE. BMEARHESEESN3 K, IFELHT2
REYREER.
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2.1 HEE3 SMKI5-418 MEHEWFIFE

EEFE 3 5 KT95-418 —mH- /K RS 4h iy #E 5
RSV 5,10 ~20 d (NRIAER 2 MRF (R R) &
SERTH B LR, 258 (R E 30 d) kgt
B, BREE3 SEBER91. 7% , T K195-418 %
NN 36.0%. B MBI EIAP K
0.000 05,8 PR &4 3 21 KT95-418 Xt RSV Wi
WHEFEH R ER (P <0.05) ,KT95-418 fh RIR
BHE 3 SXT RSV B R o B
2.2 kBEFHMMA RSV CP EE MY 1 RARE M

SMET

3 ot SR 4 R34 CPL/CP2 Stk RS9 Bk F
RSV 24 5 MUK FE = 1% 4 3£ 7T Real-time RT-PCR
K, Y784 W B &3 32— . K/R 243 bp B PCR
. LARMETRE PEG A TR FE R K R B V2
4 f A%t BEAE &, 48 Real-Time RT-PCR 4347 )5 , R &
R RHERTRES , AR 5 IR NR, ER
SYBR Green ¥t} 5 f9 Real-Time RT-PCR & ill. H#f
CP 3L cDNA #7474 M85 M6 E 1538 CP EH
FIARERM R AR ¥V = -0.252 2X +6. 04, fHR R HL
(R*) =0.996 (1), XMiZ3¥x Kl RSV CP %
HEAREWREE.
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Fig.2 The change of RSV replication and relative amount in rice
suspension cells of Wuyujing 3 and KT95-418
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Shown from left to right are the curves of decreaseing concentrations of cDNA with 49 4! 4?7 4% and 4*-fold dilution

B 1 RSV CPEFKY MK SInrEmM L
Fig. 1  Amplication curve and strandard curve of RSV CP gene
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