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Abstract: A BC,F, population with 122 lines was developed from a cross and backcross between Guan-
glu’ ai No.4 (Oryza sativa ssp. indica) and O. rufipogon. The QTLs linked to rice tiller numbers and
their expressing stages were obtained by QTL mapping in different developmental stages and their incre-
ment. The results showed that nine QTLs were detected and distributed among the corresponding marker
intervals on chromosome 1, 2, 5, 8, 9 and 11. Each QTL had additive and dominant effect on tiller
numbers, and the dominant effects showed stronger than the additive effects on the majority of QTLs. The
QTLs expressed in various stage and five of the QTLs mainly expressed in some specific periods. The re-
sults provide not only the “static” information about the QTLs for rice tiller numbers in certain period,
but also their “dynamics” information throughout the whole developmental stages, which provide good ba-

sis for mining and utilizing the favorable genes for tiller number in O. rufipogon germplasm resources.
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Tab.1 The tiller number of the parents and BC,F, population
BC,F, Bk
W rEEesY  wEEaR’ _
. t BC,F, population )
period  Guanglu’ ai No.4 0. rufipogon Fo/IME min, B (f max. 225D B kurt [RALE skow
tl 1.87 +0.38 1.93 £0.38 -0.250 1 5 2.65+1.19 -1.10 0.06
2 4.20+0.00 2.07 £0.68 4.438" 1 10 4.97 +1.66 0.49 0.43
3 7.93+£1.37 2.80 +0.86 6.677" 3 20 10.83 +3.38 -0.20 -0.01
4 11.20£0.71 5.53+2.46 3.876 4 27 13.59 +4.10 0.26 -0.06
t5 11.67 £0.66 7.60 £2.85 2.623 4 27 14.99 +4.39 0.37 0.10
t6 11.07 £0.34 8.87+3.12 1.093 4 28 14.98 +4.30 0.49 -0.04
t7 11.33 £1.36 8.53+3.34 1.993 4 28 14.16 £4.25 0.61 0.24
18 10.27 £1.39 8.87+2.82 1.121 4 24 12.92£3.92 0.21 0.26
19 8.80 +0.43 8.73+£2.64 0.043 3 20 11.11£3.40 -0.06 0.19
t10 8.07 +0.50 8.40 £2.44 -0.204 3 19 9.76 +3.15 -0.10 0.24
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Tab.2 The unconditional QTLs for tiller number in BC,F, population
oTL A A il 35 4 BRI OTL A3 ISR, BN
period additive effect dominance effect period additive effect dominance effect
tnl -1 2 0.47 0.56 tn5 -2 19 -0.94 -0.64
3 0.54 1.45 t10 -1.07 -0.74
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Fig.1 The distribution of QTLs for traits associated with tiller number on chromosome
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Tab.3 The conditional QTLs for tiller number in BC,F, population
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