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Genetic Analysis and Gene Mapping of a New Dwarf Rice
CHA-1 Induced by Space Mutation

LI Hui-zhu™ , WANG Hui™, GUO Tao, LIU Yong-zhu, ZHANG Jian-guo, CHEN Zhi-giang
( Plant Space Breeding Research Center, South China Agricultural University, Guangzhou 510642, China)

Abstract: A special dwarf mutant rice CHA-1, obtained by space mutation, was a stabile and inherited
rice material. Genetic analysis of the height showed that the new mutant gene h( named as h temporarily)
from CHA-1 was a major recessive gene which linked with sd-1 in a certain extent. The two genes had
complementary interaction and controlled the dwarf trait of CHA-1 together; The dwarf gene h was located
on chromosome 1 linked with SSR marker RM302 and the genetic distance was 5. 1 cM.
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