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Abstract: A method was developed for the detection of ovine-derived materials in imported feedstuff, in

which Chelex-100 as matrix for fast extraction of ovine genomic DNA was adopted and a pair of primers

designed on the sequence of ovine mitochondrial DNA were used for PCR amplification. The amplified

specific fragment of the ovine mtDNA was demonstrated by both cloning and sequencing. This method al-

lows detection of the presence of ovine mtDNA in feedstuffs containing 20. 16 pg/ul. of genome DNA;
0.050% (w) of ovine meat, and the whole process takes only 3 h.
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Fig.1 PCR result of mitochondrial DNA extracted from ovine
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