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Molecular Detection of Erwinia carotovora subsp. carotovora,
the Main Causal Agent of Bacterial Soft Rot of Crops
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Abstract : Erwina carotovora subsp. carotovora( Ecc) is the main bacterial pathogen leading to bacterial
soft rot of Konjac and Zantedesehia. The specific primer sets and TagMan probe were designed based on
the DNA sequence of URP and 16S-235 rDNA ITS. Conventional PCR, Nested-PCR and real-time fluo-
rescent PCR were used for detection of Ecc from cell suspension of pure culture and extracts of infected
Konjac plant tissues. The results showed that real-time fluorescent PCR and Nested-PCR could achieve
higher specific and sensitive detection of Ecc,with threshold 10 cfu/mL compared with conventional PCR
(threshold 10° cfu/mL). However, real-time fluorescent PCR was simple, fast, assure and more accu-
rate. It was suggested that this method was adopted to rapid -detection of Ecc for the seed and seedling
industry.
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