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Study on Multiplex Reverse Transcription Polymerase Chain Reaction
for Detection of H5, H7 and H9 Subtypes Avian Influenza Virus
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Abstract ; Hemagglutinin gene sequences of H5 ,H7 and H9 subtypes avian influenza virus were searched
in GenBank'" ,and their similarity were analyzed using DNAStar. Three sets of specific oligonucleotide
primers were designed. Specific cDNA bands of 427,228 and 830 bp were observed simultaneously for
RNA isolated from H5,H7 and H9 subtypes AIV. There was no cross-reaction with other avian pathogens
after amplification. The minimal amount of cDNA as detected by this multiplex RT-PCR was 10 pg cDNA
of H5,1 ng ¢cDNA of H7 and 10 pg ¢cDNA of H9 subtypes AIV.
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