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Progress on Genetic Mechanism and Gene Mapping
of Aluminum Tolerance in Oryza sativa L.

LU Yong-gen, FU Xue-lin, CHU Shao-wei, NIAN Hai, LIU Xiang-dong
( Guangdong Provincial Key Laboratory of Plant Molecular Breeding, College of Agriculture,
South China Agricultural University , Guangzhou 510642 | China)

Abstract ; The main progress on genetic mechanism and gene mapping for aluminum tolerance in rice was
reviewed in this paper. It focused on genetic mechanism and QTL mapping for aluminum tolerance in rice
at seedling stage under the conditions of nutrient solution and simple CaCl, solution with different concen-
trations of Al’* , evaluation and selection of genotypes tolerant to aluminum toxicity, as well as the gene

separation and expression. The perspective of the research on aluminum tolerance in rice was put forward.

Key words: Oryza sativa; aluminum tolerance; genetic mechanism; gene mapping
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