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Prokaryotic Expression of Antigen Sites of the Newcastle
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Abstract ; Antigenicity analysis of Newcastle disease virus( NDV) strain GD/GM/03/Ch hemagglutinin-

neuraminidase ( HN) protein was studied by using biological sofiware, the selection of 169 —267AA,318

—405AA and 448 - 571 AA as candidates for peptide epitopes was determined. The gene fragments HNa,

HNb and HNc coding for the antigenic structural domains of the NDV HN amplified from the recombinant

plasmid containing full length NDV HN gene by regular PCR with specific primers. The genes were re-

spectively inserted into pBT vector after cleavage by corresponding enzymes. The recombinant plasmids

pBT-HNa-b-c were also constructed to carry out the expression. It was found that all the expression prod-

ucts were recognized by NDV positive serum in Western-blot test.
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