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Establishment of an Inter-Simple Sequence Repeats Reaction
System (ISSR) for Banana ( Musa AAA)
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( College of Horticulture, South China Agricultural University, Guangzhou 510642, China)

Abstract: A suitable ISSR-PCR amplification system of banana was established using thirty five banana
cultivars as materials. Orthogonal design was used to optimize the reaction condition of ISSR experiment in
six factors ( DNA , Tag DNA polymerase ,Mg’* , primer , formamide and annealing temperature) at five lev-
els respectively. A stable and repeatable reaction system of ISSR for banana was established. PCR reaction

volume of 25 pL included 0. 8 ng/pL DNA template,1. 5 mmol/L Mg** ,0. 3 mmol/L dNTPs,0. 2 pwmol/L

primer concentration and 1.25 U Tag DNA polymerase dosage, and proper annealing temperature was

52 C.
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