<

]}

CRIE R R AR K 2E R Vol. 31, No. 1
200101 H Journal of South China Agricultural University ° Jan. 2010

BREE, R {Hﬁﬁﬁitﬁxnﬂ{ﬁﬁﬁhﬁﬁ PR ERPUIR B E LN (op) FARELF
WS ), Je Fﬁf*ﬁ' THASSHE . B FHER  ACHH ofp ZFE S A YRR AD B 4E

M AXKHENTSESEEEURERHER

=K, MR F, FEIK
(B REKXF RBFR,S & J- M 510642)

10|

i E . LI ETE Volvariella volvacea R V51 J3Z KM KL, HACH B Agrobacterium tumefaciens 1) LA PLR HREBHE
H (afp) , BREBEARFZE RFEFZE BT FE(AS) B9HRE JLE R AR B 8] % & X B R &
Wi, 3K A PCR J Southern 832Kl ofp BRE R G S H EmEEAP. F5RFEH: LA Dy, 4 0. 15 §y EHAIOS
R R R E BB, A 200 pmol/L AS TSR, Fﬁégﬁf*}:%/\ﬁﬁ AS 37 200 pmol/L i) IMA 35 3r 5
1,28 C,3E855% 60 h R EFLFF. PCR 5 Southern 283245 RAEH ofp R OB -S RI E R HEH .

XBIW . FHE; RITHE; BfEREL; HABEE
hE 9K S .5646.13 L RkFRIRAD A M EHE1001-411X(2010)01-0038-04

Assessment of Factors Affecting the Transformation Efficiency of
Volvariella volvacea Mediated by Agrobacterium tumefaciens

WANG Jie, LIN Jun-fang, GUO Li-qiong
( College of Food Sciences, South China Agricultural University, Guangzhou 510642, China)

Abstract:afp gene was transformed into Volvariella volvacea via Agrobacterium tumefaciens. We evaluated
some critical factors influenced transfer efficiency, including explant, Agrobacterium strain, concentration
of acetosyringone( AS), temperature and time of co-culture. The integration of afp gene into V. volvacea
genome was determined by PCR and Southern blot. The results showed that effective transformation was
acquired when mycelium pellets inoculated with A. tumefaciens strain EHA105 with a optical density at
D, of 0. 15, pre-culture with 200 wmol/L AS, co-cultivation for 60 h at 28 C on IMA medium contai-
ning 200 pmol/L AS. afp gene had been introduced into V. volvacea with Agrobacterium-mediated transfor-

mation successfully.
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