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Abstract : Glycolate oxidase (GLO) is a key enzyme in photorespiratory metabolism. OsGLO1 was ampli-
fied by RT-PCR from rice leaf cDNA and cloned into a prokaryotic expression vector pET23d. The recom-
binant plasmid was transformed into Escherichia coli BL21 (DE3) and the expression of recombinant pro-
tein was induced by IPTG. After punfication, it was used as the antigen to immune a rabbit and then poly-
clonal antibody was obtained. Western-blot analysis confirmed that the polyclonal antibody was able to
recognize the GLO proteins from different plant species, such as rice, cabbage, arabidopsis and spinach.

This work laid a foundation for functional studies of GLO in regulating photosynthesis under stresses.
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Fig. 1 Electrophoresis of OsGLO1 amplified by RT-PCR
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