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Analysis of Dominant Species of Microbial Community in
Heavy Metals Contaminated Soil from Dabaoshan Area

GUO Jian-hua'**,
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(1 Guangdong Institute of Microbiology , Guangdong Provincial Key Laboratory of Microbial Culture Collection and Application,

Guangdong Provincial Common Laboratory of Microbial Applied Technology , Guangzhou 510070, China;

2 College of Resources and Environmental ,South China Agricultural University, Guangzhou 510642 , China)

Abstract ;. The microbial diversity of the dominant mirobes in heavy metals contaminated soil from Dabaos-

han area was studied by 16S rDNA PCR and denaturing gradient gel electrophoresis ( DGGE ). The heavy

metals contaminated soil showed microbial diversity. The result of sequence showed that most of the domi-

nant microorganisms in heavy metal contaminated soil were uncultured bacterium, including Uncultured

alpha Proteobacterium, Uncultured Ralstonia , Uncultured Acidobacteria, Uncultured Actinobacterium , Por-

phyrobacter , Pseudochrobactrum ,Achromobacter and Streptomyces etc.
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Tab.1 The characteristics and concentration of heavy metals in contaminated soil from Dabaoshan
R o | w/(mg * kg~ )
HFHRYS BHEEAE HLZRAE Y o - o ca
1 ARG Rk 1 798.00 831. 50 1 172.00 1.36
2 7 XILIE X R 396. 30 801. 60 3 648. 00 1.34
3 X HEK M L i Rk A 455. 30 819. 40 4 180. 00 1.27
4 7 XIER R 666. 10 1 998. 00 5 715. 00 2. 02
5 BH X Rk 1 298. 00 1 449. 00 1 323.00 4.17
6 WL 7K i ERE 772.70 1 525.00 2 544,00 4,28
7 By X F AR ) 1 258.00 1 282.00 1 273.00 8.37
8 e T X kK 136. 10 68. 80 153.50 0.19
9 EYBANKEEREK FSOEFE 607.70 462. 40 1 868. 00 0.76
10 FHBANERBRKE RKAFAEY 670. 80 586. 20 1 762. 00 1.60
11 AEy5 YL X BT 91. 50 89. 90 140. 00 0.12
12 EHIRSAWERB KX @SB 628. 60 436. 40 1 693.00 0.54
13 PR AMIKEB KX EH 632. 40 485. 60 1 839.00 0.68
14 b RS G H = 3= 649. 90 496. 40 2 057.00 0.74
15 IR G A h 2 653. 50 547.60 2 116.00 1.27
16 IR A Al 671. 30 503. 70 2 084. 00 0.95
1) 238 i 8 — 847 £ (GB15618—1995) ! .Cu < 50 mg/kg,Zn <200 mg/kg,Pb <250 mg/kg, Cd <0. 3 mg/kg.
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Fig.2  Analysis of microbial diversity and abundance of heavy

metal-contaminated soil in Dabaoshan
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f 172 Pseudochrobactrum sp. KSS 7. 8 FM209496 100
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