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Abstract: To construct prokaryotic expression vector of the mouse manganese superoxide dismutase

(SOD) gene,and to detect the SOD activity of purified mMn-SOD protein, PCR was employed to clone

the mouse manganese SOD gene using ¢cDNA of mouse liver as template. A DNA fragment of 600 bp was

cloned and sequence analysis indicated that it encoded a mature mouse manganese superoxide dismutase

protein of 198 amino acid residues. The DNA fragment was inserted into pET15b vector. After sequencing

identification , the recombinant plasmid was transformed into E. coli Rosetta-gami as host strain. When the

engineering strain harboring pET15b-mMn-SOD plasmid was inducted with IPTG, an expected target pro-

tein with relative molecular mass of 25 000 was detected by SDS-PAGE. After crash with ultrasonography

and purification with Ni-NTA affinity chromatography, the purity rate of purified mMn-SOD came up to
95% . SOD activity assay showed that the specific activity of the mMn-SOD was 531.7 U/mg.

Key words ; manganese superoxide dismutase; expression; purification; SOD activity
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Fig.4 Amino acid sequence alignment of the Mn-SOD from different organisms
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