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Abstract . The study analysed the genetic background of Chinese Sharpei at the molecular level by using
the mtDNA D-loop molecular marker. The results of haplotypes showed that the 85 Chinese Sharpei shared
21 haplotypes,with the haplotype diversity of 0. 936, which meant that the mtDNA of Chinese Sharpei
population was highly polymorphic, demonstrating this endangered breed’ s rich genetic diversity. The re-
sults from NJ and ML methods showed that many of the haplotypes of Chinese Sharpei belonged to A
branch , and there were also Chinese Sharpei who had the haplotypes of B,C and E, respectively,and it is
the first time that haplotype in branch E was reported in China. Considering Chinese Sharpei in Guang-
dong , China ,with so rich diversity in mtDNA haplotypes, it is inferred that the genetic background is com-
plicated , which could be an evidence to support that East Asia was the origin of domestic dogs. It further
suggested that Guangdong, China might be a possible origin place of domestic dogs in the world, thus
might palyed an important role in the domestication of dogs. Chinese Sharpei as an ancient dog breed

which originated from Guangdong, might be one of the ancestors of modern domestic dogs,and could be a

good dog breed candidate for further study of the origination of the world domestic dogs.
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Studies on the Separation and Determination of Roxarsone and
Multi Valence As in the Excreta of Chicken

ZENG Jing, ZHUOQO Jia-zhen, CHEN Zhang-liu, SUN Yong-xue
( College of Veterinary Medicine, South China Agricultural University , Guangzhou 510642 , China)

Abstract . The methods based on HPLC and AFS for the separation and determination of roxarsone, total
arsenic ,As( [l )and As( V )in the excreta of chicken were established. The excreta were extracted with
K,HPO,-CH,0OH, cleaned-up by Straxa-X-AW SPE column and quantified with HPLC system. The recov-
ery was all over 74. 4% ,and LOD was 0. 1 wg/g. A microwave digestion-atomic fluorescence spectrometry
( AFS) method for determination of total arsenic was applied. The excreta were digested in a closed vessel
device and determinated by AFS. The L.OD was 0. 08 pg/L and the recovery was all over 94. 7% . An ion
exchange resin coupled with AFS method was also developed for isolating and determinating As( Il ) and

As( V). The excreta were extracted with KH, PO, , separated by cation and anion exchange resin and de-
termined by AFS. The LODs of As( Il )and As( V ) were 0. 084 and 0. 210 pg/L respectively. The recov-
eries of 87.8% —-113.0% for As( Il Yand 81.1% -127.3% for As( V) were obtained.

Key words: excrement; roxarsone; arsenic; HPLC; AFS
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