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Identification for Pathogen of Bacterial Fruit Blotch
of Watermelon in Guangdong Province
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Abstract: A pathogenic bacterium causing fruit blotch of watermelon in the planting areas in Guangdong
Province in 2008 was identified The pathogenic bacterium was isolated and its morphological ,inoculation
tests , staining , physiological and biochemical characteristics,as well as the pathogenicity and the 16S rD-
NA sequence were tested. The results showed that the pathogen from watermelon was identified as Aci-

dovorax avenae subsp. citrulli.
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Fig.2 The symptom of pathogen inoculation on the watermelon cotyledon and fruit
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