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Establishment and Application of a Multiplex PCR Assay for the
Detection of Brucella abortus and/or Mycobacterium bovis

PAN Wen'', WANG Bo'', XUE Hong’, ZHAO Ming-qiu', JU Chun-mei', CHEN Jin-ding'
(1 College of Veterinary Medicine ,South China Agricultural University , Guangzhou 510642 ,China;
2 Guangzhou Animal Health Inspection, Guangzhou 510440, China)

Abstract: A multiplex PCR assay for the detection of Brucella abortus and Mycobacterium bovis infection
simultaneously in bovine milk was established using two pairs of primers designed according to the spe-
cies-specific omp25 gene of B. abortus and conserved 16S rRNA nmM gene of M. bovis. The multiplex
PCR assay amplified unique 448 bp and 269 bp amplicons from B. abortus and M. bovis respectively , while
none of 8 other common bacterial species strains revealed any amplification products. Sensitivity of genom-
ic DNA detection of B. abortus and M. bovis were both 10 pg, meanwhile the limit of detection in artificial-
ly contaminated milk with B. abortus and M. bovi were as low as 7.9 x 10°CFU/mL and 3 ng/mL, respec-
tively.
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