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Analysis of Expression Profile of OsUgpl Gene by
Promoter-GUS Chimeric Expression
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Abstract ; Promoter of one UDP-glucose pyrophosphorylase gene (OsUgpl) was cloned , fused with B-glu-
curonidase ( GUS) reporter gene and introduced intro rice. Histochemical analysis of GUS activity was
used to detect the GUS expression in transgenic rice. The result showed that GUS expressed in root, stem
leave , palea,lemma,ovary,stigma, anther at meiosis stage ,developing endosperm and embryo. The expres-
sion of OsUgpl gene in developing seed was compared with that of OsUgp2 gene. An eminent difference
between OsUgpl gene and OsUgp2 gene was found. OsUgpl gene expressed in endosperm and embryo in
the seed 5 —20 d after flowering,but OsUgp2 gene almost did not express. The number and location of the
cis-element related to endosperm-specific expression were analyzed in the two promoter regions, and a pos-

sible molecular mechanism of the divergent expression of two homologous genes was discussed.
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TCACG) ¥4 OsUgp2 A A 2l X Be K 3 024 bp.
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Fig. 1 Detection of GUS activity in different organs of rice
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Fig.2  Detection of GUS activity in anther and pollens at different developmental stage of rice
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Fig.3 Detection of GUS activity of rice developing grain at 5 —
20 d after anthesis
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s sh 7K sh GUS FEHFER T & & o AR A
RFL B FRAR B ST 45 R 7R, OsUgpl 5 OsUgp2 %
R IR A B A 22 5. S5 00, R T 4350 i [R] 5k ()
2SR AT RE I 4 T WL, A SCRI A PLACE 24
JEFN PlantCARE 035 ZEXF OsUgpl H1 OsUgp2 1 %E [
A ST IR AR F T34 T T 2 b, &
X2 ANE ST X BT & & FoT R R 2 5
AR A K Z BT 5 B AL & A B Y 25
St M s OsUgpl JER A 8 F XU 7 3 AN IREL
FrS IO AACAAC ™ Hirp 2 A3 AR TE B R 4R 137
B(+1) B -0.5~ 1.0 kb, 1 ™M T -1.5~
-2.0 kb;0sUgpl K 7 3+ X BUA A TE 5 D IREL
F IR M 6 T GTCAT ™ | Horpr 2 A 2 11 i1 T
-0.3~0.7 kb, 2 AIE M 1 Az ) 54 o A 78
1.3 ~1.4 kb(I® 4) ;1M OsUgp2 5 sh FX M H &4
1 MIRFURRFIeM AACAAC, A T BH IR E A7 5 i
—0. SLAPY iR 2 AN 1) (4 IR L4 S 3k A S e 14
GTCAT i T - 0.5 F1 - 1.3 kb o7 & M iT (45
HR).

1 agtgaatcaaacatcgecctcacgccaatttcactacaaaattectacgacactctttgg
60 catgcaacgtgtagccticasagasatatccatcggtatcactcgacatcgtecattgtt
120 ttttctatccaaagagaatttattcgaagtgttggtaagatagetacctacttcattcaa
180 ccatcatggatccaacataaaaggtgaccaagataatatcactttttttgaaacctaaga
240 taatatgactctccattgcacaaaagasatgcacgattaattccttccaattttgaacat
300 gacacttgtgctcagctgtactggtgtatcpacanactcacatgtaatgatcatggtage
360 atcacagasaaggagactccgatcttteggccatgcateggtaatttgtcacatectgst
420 caaaaatagtcaatccacacggcecacacgttgctetigectetgtgtttgtgtataagea
480 tgctaasgattgcatttcccagtcttgtcaacattgacasaagaatggcatttgtgacaa
540 gaaatgccaatattgatacttaaaaggaaat gacacccacaacaattttttict
600 ttgaaatgaaccgcacgagacagtgcgagatttcgtatcaaagaatatagcaaagatgaa
660 ctgcaccaatatgggttccatgagtttgccggtcatetttagcaatgacatgggccacat
T20 ggecccatctctcacccggaacaagaacaaattcaaccaagtatcacaggagagaagggca
T80 geaatcttgttcttgtoatcagctgggatcanggaagaagagegcattgtgctcaaatge
840 ttggaatattgggaatggaattgccacgataatgtctataggtgagtacacttgtctgaa
900 taatctttcactttagttgattgtttgecatcaatcagacatgattctecacatgagattg
960 tgaacaataatcaacgcctaaactccgecaacttcttggttcatettgtgctegtcagatt
1020 agtattttttcctottgcgactaaacatagetticagatcagatgcaccgacagactgat
1080 aacatgtgctttgtgcaaccattatgcaataatttaagtzcaaattgacagctgagcaag
1140 cgaggcgaggatgecatgtetgaacttcaaagcagctocaaceggggtacagtacttgett
1200 gcaatgcasacctgasaagcatcgtassatcgaaattasttcttaatggegaaagatcag
1260 tagcaacamacacaatgaaaatacagaaacttctcaaaaattaagegatcagttatgeag
1320 ggatcaccgaaccgaggagcaagcaggaagatgcttcggagapacaanccactgeatett
1380 cagagttcagagaacaagagatgaccagctctgtigectoctgategaactgtgtagttt
1440 cgttgaattcggggagaccgatttgagagtggcgtgctgtecttetetetgaaatacett
1500 aacgaactttttaattctcatgagatgtcgtaagacattgacagtatttccaaattaacg
1560 cctaatgtttcaattccaggacccagattcagatcacaaatccaaccacaatacaccaat
1620 ctgaattcgactttacttgctttticttcaaaaacaaccagcttataatcatgattagaa
1680 acagaaagagagttaattacacagacggccacacgaggcacgcageccaatgacacgetg
1740 tcagcaacagacttgcaacagcttgegecgttocgtcegtctgegatcacgacgecgacg

1800 gtgccggcgcccgcagecaaaagt tagacggcgacggtaacggccgtcaccgteccccge
1860 ccgecacgtatecgggatccaccctaacgecgteacggccgeggcacatcccggaacatt
1920 ccgtcacggegtgtgggcgacgggacggaatccegeggegecctataagaaaccegeget
1980 tgcattttcctcgcacacacacaacgctcgeactcectetectetcatetgacatatctee

2040 tcccgtectttegaagectetepaategeategecgagecgeAlGecggtcaccgecgac

519 pOsUgpl F/R {7 & DL T RI 22 m s B AR Ua %05 ATG LRSS A
TICHLFR R 5 T 14 R L S R GB AH C BTV FE T 14 aacaaac” and
“atgac” J3 IR AL A S Fom
K4 OsUgpl ZEPNJA 27 IXEZTFIRIT 1
Fig.4 Nucleotide sequence of OsUgpl gene promoter
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