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Abstract A gene OHZB-7 encoding rice histone protein HZB.7 was isolated and its expression profiles
analyzed The results showed that gene O 2B .7 was constitutively expressed in wots stems leaves and
panicles while its expression was affected by sane phytohomones and stresses The expression was up-
regulated by 2 4. NAA, ethylene and heat while down-regulated by KT and Paclobutrazol These indi-

cate that the expression of gene O2B.7 is responsible to the intemal and extemal signals
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Phylogenetic analysis of the HZB members in rice and
Arabidopsis
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Fig 2 The expression pattem of gene O12B-7 in various tis
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Fig 3 The expression profiles of gene OHZB.7 in leaf of rice
seed ling detected by sem iquantitative RTPCR under dif

ferent phytohomone treaments
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Fig 4 The expression profiles of gene O sHZ2B.7 under different

abiotic stresses detected by sem iquantitative RTPCR
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Fig 5 OdZB-.7 localizes in nuclei
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