432 % 3 R K724 Vol. 32, No.3
2011 427 H Journal of South China Agricultural University Jul. 2011

MBERERZEFEENRENEREK
oA O s i ]

ZEET, KAxET, B O#, KEE, KEE, T X
(@ REKRF, BEHBMEFTAIEBARFR T O, & 7 M 510642)

TEE R A R3S B FOK RV 2 R998 KE 99 IR L5 70, WA e A rh i e 28 AR P, 2548 T 98 A (A R ]
RRVRE ZWKE 1R K H— e A 1, 917K R SSR 5188 T 282tk R B 280, a5 R 25 ()i A8
e AANREMK 2 RIRE 1A T S IRAH L 828 PR 5 R E RINZS24F F, IIAER B 1ER I — @& BB i ARk,
JuHE B R 2 R AR R A SRR, R998-3 \R998-4 A 99-2 Kk 99-4 FIfiIK-L 5 -4 F=BH MR AY— Al
BV AT T 12 XYL RAY 104 X5 SSR 514, b ARSI Rl RN 28 25 A 56 DR 4 1] B 22 2854 | 2L AG )
T 2538 ML, LR EL RN 9. 85% , B ANk LI/ Bk ol i Ak 2.

KSR KA AERAL W 1, ARtk A2k
HE 5 %ES 9852, 65 SCRRARARED : A XEHRS:1001-411X(2011)03-0001-05

Variation of Restoring Ability and Analysis of Genetic Polymorphism in
Posterity of Restorer Lines by Space Mutagenesis

WU De-zhi", LIU Yong-zhu', GUO Tao, ZHANG Jian-guo, CHEN Zhi-qiang, WANG Hui
(National Engineering Research Center of Plant Space Breeding, South China Agricultural University, Guangzhou 510642, China)

Abstract ; Mutants were selected from the rice restorer lines of R998, Gui99 and Hanghui No. 7 treated
by space mutation. The restoring and combining ability of mutants crossing with diverse sterile lines were
evaluated. The genetic polymorphism between mutants and wild type was also studied using Simple Se-
quence Repeat (SSR) primers in rice. The results showed that space mutagenic effects could cause varia-
tion of restoring ability in posterity of restorer lines, and pollen sterility of F, hybrid combinations repre-
sented a certain extent variation compared with that of control. Especially, some restorer lines mutated
into maintainer lines. The values of GCA of the yield-related characters of R998-3, R998-4, Gui99-2,
Gui 99-4 and Hanghui No. 7-4 were large. There were 2 538 loci detected by 104 pairs of SSR primers,
which distributed over the 12 rice chromosomes. The frequency of polymorphism was 9. 85% , which

mainly caused by small fragments of DNA deletion or insertion mutation.
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