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Study on the Different Expression of Meat Quality Candidate Genes Between the

Local and Exotic Pig Breeds Using mRNA Differential Display Technology

QIN Li-li, TONG Xiong, XU Jian, ZHANG Hao, LI Jia-qi, WANG Chong
( Guangdong Provincial Key Lab of Agro-animal Genomics and Molecular Breeding,

South China Agricultural University, Guangzhou 510642, China)

Abstract ; Comparative mRNA expression analysis of the ophthalmoplegia was made between Lantang
(one of the Chinese indigenous pig breeds) and Large White using mRNA differential display technology.
Differential expression bands were recycled and re-amplified. Different expressions of five EST s which
were related to the meat quality traits were detected in the two pig breeds. EST, ; was expressed higher
whereas EST 5, EST,,, EST,_,, and EST,
BI, it was found that EST_; and cytochrome oxidase subunit Il gene in the range of 473 bp had 100%
similarity. EST, o, EST,,,, EST_,, and pig’s SLN(Sarcolipin) gene had 94% -95% similarity. EST

, were expressed lower in the Large White. Through the NC-
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was not matched with any other genes.

Key words : pig; mRNA differential display technology; meat quality traits; EST,
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Tab.1 3’ anchor primer sequences of differential display
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Anchor 1  ACGACTCACTATAGGGCTTTTTTTTTTTTGA
Anchor 2 ACGACTCACTATAGGGCTTTTTTTTTTTTGC
Anchor 3 ACGACTCACTATAGGGCTTTTTTTTTTTTGG
Anchor 4 ACGACTCACTATAGGGCTTTTTTTTTTTTGT
Anchor 5 ACGACTCACTATAGGGCTTTTTTTTTTTTCA
Anchor 6 ACGACTCACTATAGGGCTTTTTTTTTTTTCC
Anchor 7 ACGACTCACTATAGGGCTTTTTTTTTTTTCG
Anchor 8 ACGACTCACTATAGGGCTTTTTTTTTTTTAA
Anchor 9 ACGACTCACTATAGGGCTTTTTTTTTTTTAC
Anchor 10  ACGACTCACTATAGGGCTTTTTTTTTTTTAG
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Tab.2 5’'random primer sequences of differential display
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Arbitrary I~ ACAATTTCACACAGGACGACTCCAAG
Arbitrary 2 ACAATTTCACACAGGAGCTAGCATGG
Arbitrary 3 ACAATTTCACACAGGAGACCATTGCA
Arbitrary 4 ACAATTTCACACAGGAGCTAGCAGAC
Arbitrary 5 ACAATTTCACACAGGAATGGTCGTCT
Arbitrary 6 ACAATTTCACACAGGATACAACGAGG
Arbitrary 7 ACAATTTCACACAGGATGGATTGGTC
Arbitrary 8  ACAATTTCACACAGGATGGTAAAGGG
Arbitrary 9 ACAATTTCACACAGGATAAGCCTAGC
Arbitrary 10 ACAATTTCACACAGGAGATCTCAGAC
Arbitrary 11~ ACAATTTCACACAGGAACGCTAGTGT
Arbitrary 12 ACAATTTCACACAGGAGGTACTAAGG
Arbitrary 13 ACAATTTCACACAGGAGTTGCACCAT
Arbitrary 14 ACAATTTCACACAGGATCCATGACTC
Arbitrary 15 ACAATTTCACACAGGACTTTCTACCC

ACAATTTCACACAGGATCGGTCATAG
ACAATTTCACACAGGACTGCTAGGTA

Arbitrary 16
Arbitrary 17

Arbitrary 18 ACAATTTCACACAGGATGATGCTACC
Arbitrary 19 ACAATTTCACACAGGATTTTGGCTCC
Arbitrary 20 ACAATTTCACACAGGATCGATACAGG
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Tab.3 Re-amplified primer sequences of differential dis-
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Tab.4 Five differential display EST s
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EST,, 519 P,+Py  Y>L coll 100%
EST 175 Py+Py L>Y ¥
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Fig.2 Differential band re-amplification in gel electrophoresis
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Tab.5 Sequencing results of EST,

EST

751

EST

sp7

ACGACTCACTATAGGGCTTTTTTTTTTTTAGGATCCTCATCAATAGATTGATACGTAAAGGAATAGTCAAACTACATC

TACGAAGTGTCAGTATCAGGCTGCGGCTTCAAAGCCGAAGTGGTGGTTGGATGTGAAGTGGAATTTTAGTTGTCGTA
GTAAGCATACTGCTAGGAAAGTAGATCCGATGATTACGTGCAACCCGTGAAACCCTGTAGCCACAAAGAAAGTGGA
TCCATACACTCCGTCGGAGATTGTGAATGGTGCTTCGTAATATTCTGAGGCTTGGAGGAGGGTGAAGTATACGCCTA
GTGCAATGGTGATGGATAGTGCTTGGATTATGTGTTTTCGGTCCCCTTCTATTAGGCTGTGATGGGCTCAGGTAATGG
ATACTCCTGAGGCGAGGAGGATTGAGGTGTTTAGTAGGGGTACTTCTAGGGGGTTTAGTGGGTGAATTCCTGTTGGT
GGTCAGCAACCTCCTAATTCGGGTGTTGGTGCTAGGCTTATCCTGTGTGAAATTGT

EST 4

ACGACTCACTATAGGGCTTTTTTTTTTTTAATATTCCAAATTGAGCTCAGTTSTATCCTGAGGACTCTTCCCCTACAAT

ATAGTTCCTGAATCAAATCTATTTTTACCACTTAATCTATCACCCAGCTCTGGKGTTTCTTTGGCACTTCCCTGTATCG

ATCCTGTGTGAAATTGT

EST,,

CGACTCACTATAGGGCTTTTTTTTTTTTGTGGTTGACAATTTTATTCCCATGACAGCTATAGGGGCTGATGACGATTTC

CTTTAAGGGTTCTTTCTTCGGGCCAGTTGATTTAAAGTTTGGTTGCTGAGNGGGAGTCATGGATCCTGTGTGAAATTGT

EST
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ACGACTCACTATAGGGCTTTTTTTTTTTTGTGGTTGACAATTTTATTCACATGACAGCTATAGGGGCTGATGACGATTT

CCTTTAAGGGTTCTTTCTTCGGGCCAGTTGATTTAAAGTTTGGTTGCTGAGNGGGAGT
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ACGACTCACTATAGGGCTTTTTTTTTTTTGTGGTTGACAATTTTATTCCCATGACAGCTATAGGGGCTGATGACGATTT

CCTTTAAGGGTTCTTTCTTCTGGCCAGTTGATTTAAAGTTTGGTTGCTGAGNGGGAGTCATGGATCC
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