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Plasmid-Mediated Quinolone Resistance Determinant qnrA Gene in Klebsiella
pneumoniae Isolated from Health Chickens

YUE Lei, CHEN Xue-ying, ZHUANG Na, LIAO Xiao-ping,
HE Jia-xin, SHI Wei, LI Shu-juan, LIU Ya-hong
(College of Veterinary Medicine , South China Agricultural University , Guangzhou 510642 , China)

Abstract ; All of the 195 clinical isolates of Enterobacteriaceae from chickens were screened for the gnrA
by PCR. Susceptibility of qnrA-producing to 8 antimicrobial agents was determined by agar disc diffusion
method. Conjugation experiment was performed by using Escherichia coli J53 Az" as the recipient strain.
Southern hybridization was done with plasmid DNA and genetic DNA. Intl | was screened from the qnrA
positive strains. The results showed that a qnrAl gene was identified in a Klebsiella pneumoniae GDKAL.
GDKAT1 showed resistance to sulfamethoxazole ,ampicillin, spectinomycin, chloramphenicol, and tetracy-
cline, susceptible to ciprofloxacin (MIC = 0.019 mg + L™") and cefotaxime (MIC =0.047 mg - L")
and intermediate to nalidixic acid (MIC = 12 mg + L.”"). A transconjugant was selected during the con-
jugation experiment and hybridization with qnrAl-specific probes revealed that the qnrAl gene was loca-
ted in plasmid DNA. Tranconjugant Ty, ,, showed a little higher quinolone MIC than E. coli J53 Az" but
not as high as GDKAIL. Intll was detected in qnrA gene positive strain. In conclusion, qnrAl gene in K.
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pneumoniae isolated from health chicken might be transmitted together with class 1 integron to people

through food chain. The presence of qnrAl gene in health animal commensal bacteria should be noticed.
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YUy, I BRI 5 R B BT qrA
TR M. SR Southern Z@SZIEG X qnrA LA AT
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Fig. 1 PCR products of qnrA gene
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MIC/(mg + L™
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GDKAL 0.019 12 >1024 >256 0.047 32 96 64
Tenkar 0.0194 8 >1024 >256 0.047 32 3 64
153 A" 0.008 4 16 8§ 0.08 8 3 1
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IR E.
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Fig.2 PCR products of T¢p,, qnrA gene
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RHEF AR, Bk DNA A B W 09 5%a1F, i e o ik
DNA JCH i 457 (&1 3) .
1 2 3 4 M 1 2 3 4 M

a:HIVKIE] ;b 24756 8151 : GDKATL JFokr 52 : GDKAT Jefa bk DNA;3: Typn
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K13 GDKAL Fl Ty, BURL 5 J 0K DNA (LK 5 2458 1#
Fig.3 Plasmid DNA, genetic DNA and southern blotting of GD-
KAT and Ty,
[ XESH intl ZE ) PCR &K F
LA THBRLY 3 314 bp B (1 4) , I
2E 5Ly intll .
2.6 ZBEFIERS
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FETE DNA Jié e il RN £ S A8 g IV L PR Y 48 & | 3
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