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Selection of RAPD Marker for High Lycoppene in
Tomato and Its Specific Fragment Cloning

XIE Fang, ZHANG Nan
(School of Chemical and Biological Engineering, Lanzhou Jiaotong University, Lanzhou 730070, China)

Abstract; The near isogenic lines of high and low lycoppene processing tomato were used as experiment
materials; DNA was extracted from these plants to develop high and low lycoppene DNA gene pools, re-
spectively. RAPD techniques were adopted to screen molecular marker linked to high lycoppene, and on-
ly primer S636 was found to be polymorphic between near isogenic lines of high and low lycoppene pro-
cessing tomato from 260 RAPD random primers. It had been proved that a specific fragment of RAPD
marker was linked to high lycoppene in the back cross parent and the single plants in the backeross popu-
lation. The specific fragment was extracted from the agarose and ligated with pMD-18T vector, then trans-
formed into DH-5a.. The positive clone was sequenced to find a 827 bp fragment. This fragment could be
used to develop SCAR marker for steady lycoppene.
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FEGMRIR G, 78 12 o/L AR HE BRI ( Sk &
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J&5,8 000 r/min .0 Imin, A 1 K. KA F LA BT
1 1.5 mL B0 AR g inye 2% v 30 wl,
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(220 r/min)45 min. J 100 pL W IEAR T &4 100
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Fig. 1 Results of RAPD amplified by primer S636
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Fig.2  Results of RAPD amplified of low lycoppene by primer
S636
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Fig.3 Results of RAPD amplified of high lycoppene by primer
S636

2.3 MIBMSILE RAPD R RN TE.H
HERS S

T 2 ORL I A 2% 52 265 200 i ) A6 D0 45 28 o,
23 JEURL AR TE 0] IR 4 78 5 0L Ay i T AT, 228 32 6 S I 1Y
NI BOR A A B4 SRS 25 A A A [ 15 7 B 3R B
WEA U s, SOA FA TR, XU 58 AR I 3R A T 1Y)
OB EAT 5 21 JTORE, SR SR B B AR BORL, H
R R O B A A ORI . it —
W T IR AR AR H B DNA J7 Berfr, b4k
JORLREAT PCR 978, 25507 4= — 2% 5 RAPD 43 4H
7] Ey Lk R A A B 2 (P 4) il 0 A B
(7 BLE 22 se Rt s R Tk .

M % DNA marker DI2000; 1.2 Sk 20 .
K4 4ok PCR P45
Fig.4 PCR amplification of recombination plasmids
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TE R B S 4 S636 #E4 TN, i i 5B
T b B AR i 10 S B L 2 8636 ( GCGGCT-
CAAT) |, K 10 A0 FE 2% 51 ) ) 1) 45 & A 5
(ATTGAGCCGC) . JESE e B BOk H 514 8636 1Y
1=, vk R B SE PRI 827 bp (IE]5).

GOGGCTCAATAATACCTTTTCTCTTTTGTCAAC AGCCTTGCAATCGCTAAAGAAGGTGAGTTAAC AATTGGC A
CTATTTGTGAAGTATACTCAGTC AAATGCAGATGATCCTGEAAACCCGGAC ATTTGCTCTATGC AGGGAACTGE
ATATGTGATGCCAGAGGAAAATGAAC CTACTAAGETAAGTTTATTT GATAAT GCATTTTGTCCGLCTETTGGAT
GATCAGACATTTGAGTTC ATATC AAC ATATC COCTTGACCATGTTC CATAC TAAGC TGCTCCTTTTCTGATGATA
GTAATGTGTATTATTGC ATTGATGAAATTC AAAAGCTTCACATTCGTTC AATAC CCCTTGGEGAGCATGCACGT
CGCATCAGCCATC AAGAGC AGGAAGATTCTCTAATC ATAAGGTTTGCTTAGATC CTGTGATTTTAC GCTGL AL
TGAAAACTGATGAGTCTAATCTTTATGATTAGCTTGC CGGAGAGAGTGGAGTTTAAATC ATTAGTATC TAC AG
AGTGETAAATTTGAATAT GG CTTGCGTCTTTGGTGATCTTTTATTTGGACTGTTCTGC AGTTTC AACTTGATC
TTITGTATTCCTTGCTTAAGT GAGATGTGATAAC AAATATGGGAT GGAT GGTAATGAACTATTTGATTTC AGTAG
TITTTT GGG GTCAACCATATTGTTTTC CTATGAGTTCATCTGAT GGAAC TTTAACATATTCCCATCATTGTCCT
CACTTTGTC CCGAAATATTTAC ACCTTGAGGATGTTTC GGTTGATCTAAGTTTGTTTC AAA CAAAACTGAGA

TGTAACGATTEAGCCGC

KIS RAPD H55 5 Beill 45 21
Fig.5 The sequence of RAPD specific fragment
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