LR R PR N Vol. 34, No. 1
2013 41 H Journal of South China Agricultural University Jan. 2013

i AR AT IE SRS E RT-PCR 42l

¥, ZTHM, ZRE, &x XK
(1 FRERF A FHAFR, FH £ 130118,
2 EAREASRERILA BRAEEA TS, FH KA 130062)

E ARSI Salmonella 35 B3R AT FRIRAS (VBNC) 22 526 N 7 51 BE e L5 14 C1 A CS, I X4k F VBNC
VDT T RSRLIT i€ RT-PCR 4G, 25 R3], 5149 C1L AN CS Al KRS 43109 3 1y 198 1 137 bp (9 H 4 )7 BL , ix 46
S BUS 22 AN B R R S A I SS T 99% . T HL T A4 1 v Dk P 3% o AN [R] 1 IE HOIRZS R Vb 1) 1 AR LI
Vibrio cholerae % —SE R JFIERURTE. 7350,2 XI5 1919 feflk cDNA 45 Hi 87351 g 30. 65 Fil 3. 065 pg/pL. i IHLiER],
19 C1 F1 CS BATBHF B R S AU, AT TSz VBNC V01T B R I U5 7.

KGR VP TTA ; H6 R AR T R IRRAS s 22 5 2R A RT-PCR

h[E 43S .5851.34 ERFRRED : A N EHES:1001-411X(2013)01-0098-03

RT-PCR for Viable but Non-culturable Salmonella
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Abstract ; Viable but non-culturable Salmonella was detected by RT-PCR with primers designed according
to the differential viable but non-culturable ( VBNC) genes, ybbB and rhlB. The results showed that
primers C1 and C5 respectively amplified fragments about 198 and 137 bp, their nucleotide sequence ho-
mology with ybbB and rhiB was both over 99% , and the electrophoretogram form VBNC Salmonella was
different from that of normal Salmonella, Vibrio cholerae, et al. The lowest cDNA detection level with

primers C1 and C5 in VBNC Salmonella was respectively 30. 65 and 3. 065 pg/uL. Primers C1 and C5

with specificity and sensibility were applied to establish the detection method in VBNC Salmonella.
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Tab.1 The PCR primers of VBNC Salmonella differential
genes
ElkZE S ElkZEgd P37 B/ bp
Cl C1-1:5'-GCAGCACCTCCTCG-3' 198
C1-2.5-TGCCGCTTTCGTTA-3’
C5 C5-1:5'-CAGCAGGTTTACAGT-3’ 138

C5-2:5"-AGTTCGTTCAGATAG-3’
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Fig.1 Agarose gel electrophoresis of RT-PCR product
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Fig.3 Identification of specificity of primer C5
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