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Identification of the pathogen causing brown rot of
Hylocereus undatus
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Abstract ; [ Objective] To confirm the pathogen species that caused brown rot disease on Hylocereus unda-

us. [ Method] Diseased tissue isolation, indoor pathogenicity test, morphological observation and rDNA
sequence analysis were used to confirm the pathogen species. [ Result and conclusion] The colonies of
the fungus were dark grey and fluffy on potato dextrose agar (PDA) medium. Two kinds of arthrospore
were observed on PDA medium. One was columnar conidium with light-colored, thin-walled and (5. 00 —
10.69) pum x (2.61 —4.52) wm in size, and the other was chained conidium with dark brown, thick-
walled, circular or oval, base truncate and (5.15 - 12.39) pum x (3.87 —=6.07) wm in size. Using
PCR with primers ITS1 and ITS4 for internal transcribed spacer (ITS) sequences of fungal 18S-28S rD-
NA, the sequence was cloned to be 579 bp in length. The BLAST results showed that the sequence had
the highest sequence identity with that of Neoscytalidium dimidiatum strains isolated from pitahaya
(99% —100% ). These results indicated that night-blooming cereus brown rot in Guangdong was caused
by N. dimidiatum.

Key words : Hylocereus undatus ; brown rot; pathogen identification

e FE B #A :2013-02-21 56 H BR B 1] :2013-11-07

o 55 B AR L - http : // www. enki. net/kems/detail/44. 1110. S. 20131107. 1611. 019. html

EE® AN EE & (1984—) , B, #id, BB AR R, E-mail ; languo020@ 163. com; i 44k % . 47 B 48 (1966—) , B , B & R ,
+, E-mail ; hezf@ gdppri. com

HEETA: 2 K% £ .55 8 (2011GA780007) ; B kA A4E5 B (2011DFB30040) 5 7~ 4 4 LA K bk = Jk 3% RAK £ 4] 37 )
RN

http://xuebao.scau.edu.cn



51

RIS, 25 - 5 AR 0 P i M 61
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Fig. 1 Symptoms of plants caused by Hylocereus undatus
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Fig.2 Symptoms of the night-blooming cereus stem inoculated with strain BWH-TSI
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Neoscytalidium dimidiatum Crous & Slippers.
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Fig.3 Morphological characteristics of Neoscytalidium dimidiatum
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